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VAL R sy s el el et Al B sl

ASAS%

AR NKVIL GRILGEIDPEVRYMPNG AV[ENIISVATSE WND NG RWE TEWHWIp YRKLAE AGQYL KGHHVY
U] NKVIL GRILGIIDPEVRYMPNG AV[ENIJSVATSE WD NG RWYE TEWHNIP YRKLAE AGQYL KG[GRVY
NKVI VGNLG DP REMPNG AVAR SVATSESWNDKNITGER EfTEWHRIV R WAEVAGQYLRKGSVY
NKVI VGNLG DPE RJEMPNG AVANISVATSESWWDKINTGER EWTEWHRIV)JYR [NAEVAGQYLRKGSQVY
NKVILVGNLG DPEVRYMPNGEAVANI ' ATSESWRIDKINTGEQ ERTEWHR V [EKLAEVAF YLRKGSQVY
NKVILVGNLG DPE RYMPNGEAVANI ATS SWRIDKINTGE[N E TEWHR V [8KLAEVAG YLRKGSQVY
NKVIL GNLG DPEVRYMPHIGAVANI ATSE WRIDKIATGE[] E TEWHR jy YEKLAEVAG YLRKGSQVY
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ASDAPSHP EAAPRR VPAAAPV 174

APDAPSHP AAPRR|NIEVPSA AJZV 174
NNNFNGGNATR, QPAQKPAAQAEPPM 180

TASRPA. . QAAKQAAK INRIAEPPM 178
FSGGA SREQQSAPAAPSNEPPM. 178
.NAPQQ[QQA . PQQPERIQQY NIV . 176
.MQ SAE.QQYS QYNEPPM 177

* % *

X non conserved
B similar
Bl >50% conserved
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