
logo MVEDTASVAALYRSYLTPLDGIDINIVGTGRDAIDES ILGKHRREIPDL I LLDLRLPDMTGMDVLHYAVKEKSNSPDVP I IVFMTAHGS I
NTDB id 45843 VroAM7 RS10840 WP 143693251.1 MVEDTASVAALYRSYLTPLGIDINIVGTGRDAIDSLKHRIPDLILLDLRLPDMTGMDVLHAVKESNPDVPIIFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!* *! !!!!!!!!!!!!!!!!!!!*!!!! !!!!!*!!!!!!!!

logo DTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDNPGKNQNYQGF IGSSQTMQAQVYRTIDSAASSKAS I F IT
NTDB id 45843 VroAM7 RS10840 WP 143693251.1 DTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFIGSSQTMQQVYRTIDSAASSKASIFIT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFIT 159
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!* !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo GESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAANTDERQGAAEALADGGTLFLDELCEMDLD
NTDB id 45843 VroAM7 RS10840 WP 143693251.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELADGGTLFLDELCEMDLD 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLD 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!! !!!!!!!!!!!!!!!!!

logo LQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAERGDEDVI E IAYSLLG
NTDB id 45843 VroAM7 RS10840 WP 143693251.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGEDVIEIAYSLLG 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLG 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!

logo

F
YMSHKEEGKDSFVRFLSAPEVI

VERFNRDQYEWPGNVRQLQNVLRNI
VVVLNESGKRE I STLDMLPPPLNAQMPMSATKP INPMRAPLRAPLAVEHEI ENKSFVSAVHS

NTDB id 45843 VroAM7 RS10840 WP 143693251.1 YMSHEEGKSFVRFSPEVIERFNDYEWPGNVRQLQNVLRNIVVLNSGKEISLDMLPPPLNAPMTKIPMPRA.VEIESFSAS 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 FMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHENKVSVH 399
consensus *!!*!!!! !!! !*!!*!!! !!!!!!!!!!!!!!!!*!!!! !*!!*!!!!!!!!! * *!* * ** * ! *

logo

D
E I FIPLWMTEKQSAI EQAI EACDGNIPRAAGTYLDVSPSTIYRKLQTWNEQKTEVEKEQKEKAKER

NTDB id 45843 VroAM7 RS10840 WP 143693251.1 DIIPLWMTEKSAIEQAIEACDGNIPRAAGYLDVSPSTIYRKLQTWNQTEEQKKA.. 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus *! !!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! ! **

X non conserved
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X ≥ 50% conserved


