
logo

MRPSWTWGM
VGLGAVGAGLVLVAGAWGLFLAQPWAFLALAGLGPLLPFFLRLPFLALGFLAGLVALALRAGALFLFLPLPEPPFWGALARLVEGVFAPVERGGFTARAW

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 ........MGLGVGGVLGAWGLLQPWALALALPLLPFFRLPLALGLALVALRGALLPLPEPPFGLRLEGVFPVEGGFTAW 72
NTDB id 1035 TT RS08105 WP 011173974.1 MRPSWTWGVGLGAGALVAAWGLFAPWAF.LGLGLLPFLRLPFALGFGLVLARALFFPLPEPPWGAAVEGVFAVRGGFTRA 79
consensus *********!!! !****!!!! !!! *!*!*!!!! !!! !!! *!! !* !!!!!!*! *!!!!*! !!!!

logo EGHLRLWVRSHYPPLEPDGLRYRLRGRYI
LAPPEQDGRRTNPGGFVDLQRAWLLASQRGAVKGVFLHRAVERSAEAPLAGPLGPDPWRERGPFLRERLAGAQGLSLPEP

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 EGHRLWVRHYPPLEDGLYRLRGYLAPPEDRRNPGGVDLRAWLLAQGVKGVFHVERAEALAPLGDPRRPLRERLAQGLSPP 152
NTDB id 1035 TT RS08105 WP 011173974.1 EGHLLWVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAWLLSRGAKGVLRAESAEPLGPLPDWREGFRERLGAGLSLE 159
consensus !!! !!! !!!!!*!! !!!!! *!!! ! !!!! ! !!!!! ! !!! * ! !!*!*!!*!*! * !!!!* !!!**

logo

A
VREVAVEGLVLGDKEGGLEETATYPLFQRAGLAHLLALSGLHVGFVLVGFSAVLVLGLLYPLGRGWRYLLALALLLPFLYLLWLAGPSPSLVR

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 VREVAEGLVLGDKEGLEETYPLFQRAGLAHLLALSGLHVGFLVGSVL..LLPLGRGRYLLALLLLPLYLWLAGPSPSLVR 230
NTDB id 1035 TT RS08105 WP 011173974.1 AREVVEGLVLGDKGGLETAYPLFQRAGLAHLLALSGLHVGVLVGFAVLGLYPLGRWRYLLALALLPFYLLLAGPSPSLVR 239
consensus !!! !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!! !!! ***! !!!! !!!!!! !!! !! !!!!!!!!!!

logo ASLMAGLSLLGLFLGLGGAGVLVQALGLALFLQLLLRPEALLGSLGFQLSHYLAVLGI
LAL IVLPACLPRLPPWKPGPVRGYLLGAGFVALATSTL

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 ASLMAGLSLLGLFLGLGGAGVLQALGLALFLQLLLRPEALLSLGFQLSHLAVLGIALILPCLPPWKGVRGYLLGAFLTTL 310
NTDB id 1035 TT RS08105 WP 011173974.1 ASLMAGLSLLGLFLGLGGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPALRLPPGPRGYLLGGVAASL 319
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!*!!*!!*!****!*!!!!!!* *!

logo AAVQAFLLLVPLLLHRFGFALPLLASPLATNLLALPLVALLVPLGFLKLFLLGAGLLPAPLVEPLAGRGLLLLAGQLVAGASHQGPLLRWGE IAP
NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 AAQALLVPLLLHRFGFLPLLSPLTNLLALPLVALLVPLGFLKLLLGGLLAPLVEPLGRGLLLLAQVGSHGPLLRWGEIAP 390
NTDB id 1035 TT RS08105 WP 011173974.1 AVQAFLLPLLLHRFGFAPLLAPLANLLALPLVALLVPLGFLKLFLGALPAPLVEPLARGLLLLAGLAAQGPLLRWGEIAP 399
consensus ! !! !*!!!!!!!!! !!! !! !!!!!!!!!!!!!!!!!!! !!*!*!!!!!!!*!!!!!!! ** *!!!!!!!!!!!

logo

P
QGFAGLYYLAGLLPLPFLFLALHRLRLPWRKRALLVLASFLPAVLAVGLLAAWPKPLDLWAMLDVGQGDALLARMGGAGEVLVDGGRAPEKQGAEAR

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 QGFGLYYLALLPPFLALHRLLPWRKALVLASFPVLAGLLAAWPKPLDLWALDVGQGDALLARMGGAEVLVDGGRPEQGAR 470
NTDB id 1035 TT RS08105 WP 011173974.1 PGFALYYLGLLPLLFALHRRLPWRRALLLASLPALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKGEA 479
consensus *!!*!!!!*!!!* !!!! !!!!*!!*!!! ! ! !!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!*! !

logo VVRALRALGVEALELVLVATHPDADHFYGGLFGKRVI
VEEVPVGLALLASPAGFPRERDHPLAVEQALKRARGR I

VP I
V
L
V
R
Y
A
PGARGTRLGKVGQRGERLV

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 VVRALRALGVEALEVLVATHPDADHFGGLGKVVEEVPVGLALLSPAFRRDHPLVQALKARRIPILYPGRGTRLGVGRGRL 550
NTDB id 1035 TT RS08105 WP 011173974.1 VVRALRALGVEALELLVATHPDADHYGGLFRVIEEVPVGLALLAPGFPEDHPLAEALRARGVPVVRAGAGTRLKVGQGEV 559
consensus !!!!!!!!!!!!!!*!!!!!!!!!!*!!! *!*!!!!!!!!!! !*!* !!!! !!*!! *!** *! !!!! !! ! *



logo

E
RVLWPEPAGLPSGDQDDNQRDGLAVLLLDFGRAGKRALLLADLVPQREGVEAQRLFPPVGEPVEAVLKVSHHGSQRSTGTASEAVLLEQRATRPARVAL IGVGPR

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 EVLWPPGPSGQDDRDGLVLLLDFGRAKALLLADVPQGVEAQLFPGPVEVLKVSHHGSRTGTAEALLQRARPAVALIGVGR 630
NTDB id 1035 TT RS08105 WP 011173974.1 RVLWPEALSGDDNQDGLALLLDFGRGRALLLADLPREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGP 639
consensus !!!!***!! ! !!! !!!!!!!**!!!!!!*! !!! !**!*!! !!!!!!!! *!! ! !! ! !! !!!!!!!*

logo NPFGHPHPEVLERLAEARHGAVER I
V
R
YRTDLQADGAVRVLRFGYAW

NTDB id 45838 TCCBUS3UF1 RS11310 WP 041434063.1 NPFGHPHPEVLERLAAHGVRVYRTDLAGAVRVRFGYAW 668
NTDB id 1035 TT RS08105 WP 011173974.1 NPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
consensus !!!!!!!!!!!!!! !! * !!! !!!!! !!!!!

X non conserved

X similar

X ≥ 50% conserved


