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NTDB id 45834 TCCBUS3UF1 RS10460 WP 014516480.1 .....MWPLFALVLGLLVGSFLNVVIGRLPKGKSILFPPSHCPQCGHRLGPSDLIPLLSYLFLRGRCRYCGKPIPLRYPL 75
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPV 80
consensus ****** *!!! *!!!!!!!! !!*! !!!*! ! !!!!!!! ! !*! !*!!*!* !*! ! !!!!!! !!**!!!*

logo VEGLLTGGVALFYALLVAIAALFTFYPLPSLTEYAEAFGLTLGLVFMAVFLFLATFI LLVAVGLASAF IDLDTMYETLPDEGLTLYGPGLLTGLLGLVLFAGLYAGLAGLYAQEGQALFGLPLP
NTDB id 45834 TCCBUS3UF1 RS10460 WP 014516480.1 VEGLTGGLFLLAALFYPPSLEAFL...VFAFLAFLVALAFIDLDTYELPDGLTYGLLGLGLLFAYAL.........AFPL 143
NTDB id 1305 DR RS10600 WP 010888696.1 VELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLP 160
consensus !! !!! * * ! *!*! **** !* !!!!! !!! !! * !!*!!* ! ********* **
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NTDB id 45834 TCCBUS3UF1 RS10460 WP 014516480.1 PFPEALDGALMAAGGLGLVAGYGGLFLRRFREGK.AEVPVGPHQVHMAALLGLLLGPGVGMALAFLSWALSARTGRPVVL 222
NTDB id 1305 DR RS10600 WP 010888696.1 NVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRI 240
consensus * * !**!!!!*!! * !* !! !!!!!! **! !*!**!**** ! ! !!! !***! !! !* **! *

logo PDELRLTLGPGLFLLPLVASLALLSSTAPGLLTGLPGSLPLDEAMLRGGSLLMAAGAGLVASLAVCGGLVYWAWFIRYTWLRRNKQAEDDGPETDGDEEEQESDEPVAMGFYGDVKLALAG
NTDB id 45834 TCCBUS3UF1 RS10460 WP 014516480.1 PDRLTLPLLPLALLL.TPLLGLSPLEALRGSLLAAGGLALAGGLYWAFRTL........PEGEEEEEPVAMGYGDVKLLG 293
NTDB id 1305 DR RS10600 WP 010888696.1 PELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAA 320
consensus !* !!!* ** ! !*** !* *!* !!! !*!!!** ! *!*!! ********* *! *!!!!!*!!!!! *
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NTDB id 45834 TCCBUS3UF1 RS10460 WP 014516480.1 ALGAWLGAYSF.LALFLGVFAGAFLGLL....LRQRKLPFGPYLALGGVVAFFFGEGLWRAYLAWLGL 356
NTDB id 1305 DR RS10600 WP 010888696.1 VIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus *!!*!! *!!* ***!!!! !!!***** ***!!!!!!!!*!!! *! *! ! * !!*
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