
logo MKNAWQRLKEAWAENLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEATPTPAVPSTQVI EAPP IPPLASQEEAKPQAEAPAQEEAQ
NTDB id 45831 FPG73 RS07275 WP 143586072.1 MKNAWQRLKEAWENLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAETPTPVPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEAQ 85
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEAQ 85
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo APASSQEEQAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASSASRPATPVPEGPAVRVQTPAPQAPQAAPATRP IPGTSGALPA
NTDB id 45831 FPG73 RS07275 WP 143586072.1 APASSQEQAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASSASRPAPVPEGPAVRVQTPAPAPQAAPATRPIPGTSGALPA 170
NTDB id 1026 TT RS05140 WP 011173435.1 APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPAS...ASRPTPVPEGPAVRVQTPAQAPQAAPATRPIPGTSGALPA 167
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo PKI
VLSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEAEKAPTPASPLERLVAEKGLRLSGTLLGPVSVAI LESKEGYLVV

NTDB id 45831 FPG73 RS07275 WP 143586072.1 PKVLSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEAEAPTPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVV 255
NTDB id 1026 TT RS05140 WP 011173435.1 PKILSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAE.KAPTPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVV 251
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PAGSP IPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ
NTDB id 45831 FPG73 RS07275 WP 143586072.1 PAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 296
NTDB id 1026 TT RS05140 WP 011173435.1 PAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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