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AR PR A EEAR At LR LLEEE Y VARREAR LR LT

LAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEALRGAGLVPVVL

LAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEALRGAGLVPVVL
PULLLL e rrrrrrrrrrrrrrrrrrrnd

DR AR A LR AT KRR A

SOND VKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEATIARSFNLDLLAAEEVKRTYGMAT PT
DVKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEATARSFNLDLLAAEEVKRTYGMAT PT

LA AL e LAy LR DT

EDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPE GYLLGGGSKLRGLASLLTDTLGVNFEPVNPW|
EDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPE GYLLGGGSKLRGLASLLTDTLGVNFEPVNPW

AADARESEAE AL AR )

INEAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
EAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
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