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RGFLTLVEVLVAAMAI LVVLVLAGVAGVRYFASTASELAGRNTQAKRSELQDRVRMVMQVAVTAGDLQMAGARYWNASGNTAQNQRAFSTLP

NTDB id 45823 TCCBUS3UF1 RS04280 WP 014515278.1 MKRKGLTLVEVLVAAAILVVLLGVAVRYFASTAELGRNTQAKSELQDRVRMVMQVATGDLQMAGARYWNAGTANRAFTLP 80
NTDB id 1032 TT RS04325 WP 011173285.1 .MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGNQNQAFSLP 79
consensus * **! !!!!!!!! !!!!!*!*!*!!!!!!! !!*!!!!!*!!!!!!!!!!!!! !*!!!!!!!!!!! ! ! !!*!!

logo LGPKPVLLSGSTDNGMGAPKDTLSTLYYVTSLRDGLQANESACRRVDGYDGFEQGDTLRRSDVNATPSTSTGNSDCTETPAPPSNSPSQPLAEGI
MLALDIQYQV

NTDB id 45823 TCCBUS3UF1 RS04280 WP 014515278.1 LGKVLLGTDGGAKDTLSLYYVTSLRGQNEACRRVGYDFQGDTLRRSDVNATPTTGNDCTEPASSPQPLAEGILALDIQYV 160
NTDB id 1032 TT RS04325 WP 011173285.1 LPP.LSGSNMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNATPSSGSDCTTPPPNSQPLAEGMLALDIQYQ 158
consensus !***! !* !*!!!!*!!!!!!!! !!!!! ! ! !!!!!!!!!!!!!**! !!! !** *!!!!!!*!!!!!!!

logo CSDGSTARKDNTPDCGATADAYPRSAI
KVETVAVGYSTLSTPSVQTGNPGPASTLTTHVTGKQSTLVASCPQGRACYALRTQEVLMPNLKPLPQTP

NTDB id 45823 TCCBUS3UF1 RS04280 WP 014515278.1 CSDGTAKNTPDCGAAAYPRSAIVEVVGYTLSPVQGPGPATLTTHTGQSVSCPQGRACYALRQEVLMPNLKPLPQ. 234
NTDB id 1032 TT RS04325 WP 011173285.1 CSDGSRKDTPDCGTDAYPRSAKVTVAGYSLTSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
consensus !!!!* ! !!!!! !!!!!! ! ! !!*!**! !!!!*!!!*!! ** !!!!!!!!!! !!!!!!!!!!!! *
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