
logo

MAAKKTQVMPVFYAQYEKGAVRDRKQGI
R
K
L
L
V
K
E
G
A
E
T
L
I
P
EARENDMLARLTAKAVRTLLRKDQRGI

L
T
F
I
V
R
A
T
E IRKEKPRGRKNGI

L
F
Q
E
A
G
EVR I

LPLALKEKRKGVPKGPLLKDI
LA I FTSR

NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEG....LLKKKVKPLDIAIFTR 76
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGRGLQAEVRLPALERGPGLKDLAIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
consensus !!!**!***!!*!********!*****!***!!**!*****!*!*************!*******!*!!!*!
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 QLATMLGAGLTLLQSLAILERQTENKKFREILKQVRTDIEGGLAFSDALAKH.KLFSRLYVNLVRAGETSGGLDVILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
consensus !!!!!**!!**!*!***!*****!!***!**********!!!**!**!! !* **!**!***!***!!*!!*!***!!!*

logo AVSYFKLEKSEELVELKRQGKIKRKSAMKTYPAIVTIV I
FVVFAI

V
V
GVTAI

Y
I
FLMLVTKGVIVPVQFKADQLI FLTSDFLGASDELPALFLTQRLFVLVINAMVSDNFLWMLQRDAYAW

T
F
L
I
PL ILLVL IAGV

NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 ASFLEKELELRGKIRSAMTYPIIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSNFLRAATLPLLLLAV 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
consensus !***!!***!**!!**!!*!!**!*!*!**!***!****!!*!****!**!**!!**!******!*********!*!***
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIR 316
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 VLFF.VYRWYYGTPQGRKVIDRIKLRIPVFGNLNRKTAVARFSRTLALLMSSGVNIVESLDITKGTAGNVVVEEIVEAAK 310
NTDB id 1029 TT RS02230 WP 011228203.1 ALFF.AYRWYYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
consensus **** **********!***!!**!!*!**!*!**!***!!*!!!!!*****!!*****!**!*!***!*!*!**!****
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 EDVSTGQQLNFAMR.VSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVI 395
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 LRIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTLLSKIADFYEREVDEAVASLTAAIEPLMIIFLGVIVGLIVA 390
NTDB id 1029 TT RS02230 WP 011228203.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
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logo

A
GMYFLP I

LFKQRMIGI SGVTVLSAVQ
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIFQMGSVV... 408
NTDB id 45821 TCCBUS3UF1 RS03980 WP 014515217.1 GMFLPLFRIIGTLSAQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GMFLPLFKIIGTLSVQ 406
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