
logo MF
V
K
S
G
S
F
LSKQLFKRPRVEALGLE IGASASLKLVELVSGHNPPALKRAFLASTRPTPPGLMLAMEGMVVAEPAALAQE IKRELLALEARTRKRYVV

NTDB id 45819 TCCBUS3UF1 RS03095 WP 014515044.1 MVSGFSKLFKPRVEALGLEIGASSLKLVELSGHPPALRAFATRPTPPGMLAEGVVAEPAALAQEIRELLAEARTRKRYVV 80
NTDB id 1023 TT RS05125 WP 011173432.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLMEGMVAEPAALAQEIKELLLEARTRKRYVV 80
consensus ! ! !!*!!!!!!!!!!!!! !!!!!*!!*!!!!*! !*!!!!!!*! !!*!!!!!!!!!!!*!!! !!!!!!!!!!

logo

S
TALVPSNLPASVI LRPTIQVPKMPLPKEMEEAVRWEAERYIPFP IDEVVLDFAPLETPLSEVQSEGEQTVEQVMVAGAVARQEAVAGLVLEAL

NTDB id 45819 TCCBUS3UF1 RS03095 WP 014515044.1 SAVPNPSVILRTIQVPKMPPKEMEEAVRWEAERYIPFPIDEVVLDFAPLEPLSEVSEGEQTEVMVGVARQEAVAGLLEAL 160
NTDB id 1023 TT RS05125 WP 011173432.1 TALSNLAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEAL 160
consensus *!**!* !!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!! !!!* !!!!!!!!*!!!!

logo RGAGLMVPVVLDVKPFAGLYPLEAERLAGAEEPDERVAFLVAVLVDE IGAESTSLVLLTRGDKRPLAVRVLTLSGKDFTEAIAGKRASFGNLDFLLAT
NTDB id 45819 TCCBUS3UF1 RS03095 WP 014515044.1 RGAGLMPVVLDVKPFAGLYPLEAELGAEPERVAVAVEIGAESTSLVLTRGDRPLAVRVLTLSGKDFTEAIGKAFGLDFLT 240
NTDB id 1023 TT RS05125 WP 011173432.1 RGAGLVPVVLDVKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEAIARSFNLDLLA 240
consensus !!!!!*!!!!!!!!!!!!!!!!! !* !!*!! * **!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!** ! !! !

logo AEEVKRTYGLMATI
LPTEDEELLLDFDAERERYSPAGR IYDAIRP I

VLVDELTQE I
LRRSLEFFR I

VQLEGDEAIHSPEMVGYLLYGGGSKRLR
NTDB id 45819 TCCBUS3UF1 RS03095 WP 014515044.1 AEEVKRTYGLATIPTEDEELLLDFDAERERYSPARIYDAIRPILVDLTQEIRRSLEFFRVQLGDIHPEVGYLYGGGSRLR 320
NTDB id 1023 TT RS05125 WP 011173432.1 AEEVKRTYGMATLPTEDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPEMGYLLGGGSKLR 320
consensus !!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!*!!!!*!!!!!!!!*!! * *!!*!!! !!!!*!!

logo GLASTLLTDTLGVNSFETPTPVDNPWEQAGI
V
A
QVDPKRFDELSEKQLKQE I

LGPEFLAMVAP I
LGLALRGVESPLD

NTDB id 45819 TCCBUS3UF1 RS03095 WP 014515044.1 GLATLLTDTLGVSFTTPDPWQGIQVDPKRFDLEKLKELGPELMVPIGLALRGVSPLD 377
NTDB id 1023 TT RS05125 WP 011173432.1 GLASLLTDTLGVNFEPVNPWEAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
consensus !!!*!!!!!!!! ! ** !! ** !!!!!!* ! ! !*!!! !**!!!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


