
logo MKRGFTLVEVLVAMAI LVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGDNQNQAFSLPL
NTDB id 45809 AA2Tth RS06390 WP 143585827.1 MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGDQNQAFSLPL 80
NTDB id 1032 TT RS04325 WP 011173285.1 MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGNQNQAFSLPL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo PPLSGSDNGMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNSATPSTSGSDCTTPPSPNSYQPLAEGI
MLALDIQYQCS

NTDB id 45809 AA2Tth RS06390 WP 143585827.1 PPLSGSDGGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVSATPTSGSDCTTPSPNYQPLAEGILALDIQYQCS 160
NTDB id 1032 TT RS04325 WP 011173285.1 PPLSGSNMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNATPSSGSDCTTPPPNSQPLAEGMLALDIQYQCS 160
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!*!! !!!!!!*!!!!!!!!!!

logo DGSSTRTKRDNTPDCGATDNAYPRSAKVTVAGYSLTPSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP
NTDB id 45809 AA2Tth RS06390 WP 143585827.1 DSTTRNTPDCGANAYPRSAKVTVAGYSLTPVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
NTDB id 1032 TT RS04325 WP 011173285.1 DGSRKDTPDCGTDAYPRSAKVTVAGYSLTSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
consensus ! * * !!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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