
logo MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLL INWQKGVAQTNIQQLETELSQL
NTDB id 45797 SYNGTS RS08830 WP 010872898.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLLINWQKGVAQTNIQQLETELSQL 80
NTDB id 1412 SGL RS10690 WP 010872898.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLLINWQKGVAQTNIQQLETELSQL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGEQQKIQEVEAKTAAAHQEADGL IGVFNQIKPWSALFQE ITNQLPQEVQLQS IQQEGNVITLSGFAGNYGSLNDFLLTL
NTDB id 45797 SYNGTS RS08830 WP 010872898.1 QGEQQKIQEVEAKTAAAHQEADGLIGVFNQIKPWSALFQEITNQLPQEVQLQSIQQEGNVITLSGFAGNYGSLNDFLLTL 160
NTDB id 1412 SGL RS10690 WP 010872898.1 QGEQQKIQEVEAKTAAAHQEADGLIGVFNQIKPWSALFQEITNQLPQEVQLQSIQQEGNVITLSGFAGNYGSLNDFLLTL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSSKFLQANKTKLMTANAAALP ITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTE ITNTPDKEL ITAL IANGAAG
NTDB id 45797 SYNGTS RS08830 WP 010872898.1 QSSKFLQANKTKLMTANAAALPITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTEITNTPDKELITALIANGAAG 240
NTDB id 1412 SGL RS10690 WP 010872898.1 QSSKFLQANKTKLMTANAAALPITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTEITNTPDKELITALIANGAAG 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LVARFKFLELKGVLDRPAGIPEVAP I LEPPAEGAPGAETPPANN
NTDB id 45797 SYNGTS RS08830 WP 010872898.1 LVARFKFLELKGVLDRPAGIPEVAPILEPPAEGAPGAETPPANN 284
NTDB id 1412 SGL RS10690 WP 010872898.1 LVARFKFLELKGVLDRPAGIPEVAPILEPPAEGAPGAETPPANN 284
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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