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VRYFASTASELAGRENTQAKRSELQDRVRMVMQVVTAGDLQMAGARYWNSGNQNQRAFSLP
NTDB id 45780 THTHE16 RS06280 WP 014510473.1 MKRRGFTLIEVLVAGAILVTVLTVAIRYFASTAELGRETQAKSELQDRVRMVMQVVTGDLQMAGARYWNSGNQNRAFSLP 80
NTDB id 1032 TT RS04325 WP 011173285.1 .MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGNQNQAFSLP 79
consensus * *!!!!!*!!!!! !!!! !! !**!!!!!! !!*! !!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!

logo LPPLSGSDNGMGPKDTLTLYYVTSLRDLASACRRVDYGFDEGDTLRRSDVNATPSSGSDCTTPPSPNLSQPLAEGI
MLALDIQYQC

NTDB id 45780 THTHE16 RS06280 WP 014510473.1 LPPLSGSDGGPKDTLTLYYVTSLRDLASACRRVDYGFDGDTLRRSDVNATPSSGSDCTTPSPNLQPLAEGILALDIQYQC 160
NTDB id 1032 TT RS04325 WP 011173285.1 LPPLSGSNMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNATPSSGSDCTTPPPNSQPLAEGMLALDIQYQC 159
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!*!!!!!!!!!

logo SDGSQRKDSTPDCGTDAYLPRSAKVTVAGYSLTPSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP
NTDB id 45780 THTHE16 RS06280 WP 014510473.1 SDGSQKDSPDCGTDAYLRSAKVTVAGYSLTPVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 234
NTDB id 1032 TT RS04325 WP 011173285.1 SDGSRKDTPDCGTDAYPRSAKVTVAGYSLTSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
consensus !!!! !!*!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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