
logo

MPRGPMGGRRAVEK
M
E
P
H
N
D
K
F
K
G
K
K
S
L
V
L
M
G
S
K
Q
L
M
A
V
N
PYCLKRGNYKLAPLVFIGI LVALVI FLGTAI IVGSSTTVCIQTI

V
I
VGPDKRLKDEMTDNETI

M
T
VKGLAPAGIVNGRPVMRK

S
I
VDFLDGAK

NTDB id 45616 BLIJ RS12570 WP 012578653.1 MPRGPMGGRRAVEKPHDFGKVMGKLVNYCRNYLPVIIVALILGAIGTVCQIVGPDKLKDMTNEIVKGLPAIVNGRPVMRSVDFGA 85
NTDB id 370 SMU RS04260 WP 002263294.1 .............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.........KIDLDK 63
consensus ************* ** ** * *!** ! ** *!*! * * * **!!!*!!*!! * !!!*********** *!

logo

I
VGEHIALWTLAVALLYAFAGGYALVLVGSYTVAQSFWI

M
M
V
A
S
N
T
L
V
I
TQKRFTASQRLRENAS IASDVKINKRLVPLKYFDKSHVSQYGDTVLSR I

VTNDVDAL IMGTQSTFLGNQSLGVSLMI
V
A
T

NTDB id 45616 BLIJ RS12570 WP 012578653.1 VGHIAWTLVALYAGYAVLGYVQSWMMANVTQRTAQRLRESISVKINRLPLKYFDKVSYGDVLSRITNDVDAIGQTLGQSLGSLIT 170
NTDB id 370 SMU RS04260 WP 002263294.1 IGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVA 148
consensus *!*!! !! !! * !** ! !*** * !* !!!! ! !!!**!!!!!! *! !! !!!*!!!!! * !* !!! !**

logo

A
S
A
I
I
TLFL IVGAS ILFVMMF

I
K
Y
N
TNGVAI LMATALCTAIGLASSVFLAIGFL IV I

L
M
S
M
T
A
VIMAKAKSQKPLYFAKKRQQATANLAGDVNSGHYVEEMVYASGHLNI

VVKSASYNAGEIAQDQS IKKRQRFENRLY
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NTDB id 45616 BLIJ RS12570 WP 012578653.1 AGGFYADLYNSQFALAD. 612
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