
logo MLS I LF I FGL I LGSFYYTAGCR IPLHLS I IAPRSSCPFCRRTLTPAEL IP I LSFLFQKGKCKSCGHR I SFMYPAVAELVTACLFAA
NTDB id 45430 I33 RS13280 WP 014477553.1 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPVAELVTACLFAA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo AGIRFGI
TSLELFPAVVF I SLL I IVAVTDI

LHFML IPNR I L I FFLPFLAAARL I SPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG
NTDB id 45430 I33 RS13280 WP 014477553.1 AGIRFGTSLELFPAVVFISLLIIVAVTDLHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GDIKLFAVIGFVLGVKMLAAAFFFSVL IGALYGASAAVLTGRLAKTRQPLPFAPAIAAGS I LAYLYGDS I I SFY IKMALG
NTDB id 45430 I33 RS13280 WP 014477553.1 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGSAAVLTGRLATRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG 248
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG 248
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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