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VTATVDGFEALASKIADEAQNQPDQI IVFVDIMMPRLDGYQTCAL IKGNNSQLNFY
NTDB id 45401 GDM11 RS06195 WP 011038048.1 MTENMAAGGELAGLKVMVIDDSKTIRRTAETLLKREGCEVVTATDGFEALAKIADQQPQIIFVDIMMPRLDGYQTCALIKGNQLF 85
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ......MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNY 79
consensus ****** !!!!!!!!!!!!!!!!!!!! !!!!!!*!! !!!!!! !!!* *! !*!!!!!!!!!!!!!!!!!!! ! *
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NTDB id 45401 GDM11 RS06195 WP 011038048.1 KSTPVIMLSSKDGLFDKARGRIVGSEQYLTKPFTREELLSAIRTYVNA 133
NTDB id 1047 H0N27 RS03110 WP 000389061.1 QNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS 127
consensus !!!!!!!!!!!!! !*!!*!!!* !!!!!!***!!! !!! *!
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