
logo

MQQNTPTQKNRYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAIDES ILAGFRRETPDL I LLDLRLPDMTGMDVLHYAEVKEQKQNS
NTDB id 45305 GZK95 RS10655 WP 075708497.1 MQQNTPTQKNRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIDSLAFRTPDLILLDLRLPDMTGMDVLHEVKQQN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!** ! !!!!!!!!!!!!!!!!!!!* !!

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKASKLKNTDEVDEGNKVNQGNYQGF IGSSQTMQAVYRTI

NTDB id 45305 GZK95 RS10655 WP 075708497.1 PDVPVIFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKTE.EGVNQGYQGFIGSSQTMQAVYRTI 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus !!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *** !! !!!!!!!!!!!!!!!!!!

logo DSAAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADGG
NTDB id 45305 GZK95 RS10655 WP 075708497.1 DSAAASKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGG 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!

logo TLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEQGRFREDLYYRLYVIPLHLPPLRAER
NTDB id 45305 GZK95 RS10655 WP 075708497.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQQGRFREDLYYRLYVIPLHLPPLRER 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !

logo GDEDVI E IAYSLLGFMSKEEGKDF IVRLSAPEVVDECRFRSQRFYEWPGNVRQLQNVLRNVVVLNENGKRE IRTLDMLPPPLNQMPMSAYDP I
N
N
V
I
R

NTDB id 45305 GZK95 RS10655 WP 075708497.1 GEDVIEIAYSLLGFMSKEEGKDFIRLSPEVVDCFSRFEWPGNVRQLQNVLRNVVVLNNGKEIRLDMLPPPLNQPMYDNVI 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !*!!!!!!!!!!!!!!!!!!!!!*!!!*!!!**! *!!!!!!!!!!!!!!!!!!!! !*!! !!!!!!!!!!* *

logo

A
TLPLQAQEHEKENKVLVSVHE I FPLWLMTEKQRAI EQAI EKACDEGNIPKRAAGTYLDVSPSTIYRKLQATWNEKQVKLEKEKER

NTDB id 45305 GZK95 RS10655 WP 075708497.1 TL.QQEKEVLSVHEIFPLWLTEKRAIEQAIKACEGNIPKAAGYLDVSPSTIYRKLQAWNEKQL...... 461
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !* * *!!!!!!!!!*!!! !!!!!! !!*!!!!*!! !!!!!!!!!!!!!! !!!! ******

X non conserved

X similar

X ≥ 50% conserved


