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NTDB id 45278 LL3 RS17595 WP 013353785.1 ....MSGGASEFSKVRDFFYGRHLLRSEIPFSDQCIKRFIEKEYITAEPSVIRRKNRYVCRRCGQSDQARFAVFWAPSAKRHITY 81
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNKLY 83
consensus ***** ! * !!!!!*!**!!! *! *! !!!!!*!* ! !! ! !!!!*!! ! ** ** ** !

logo CRSCVMVMGRAVDSEELTVPSLYSWKNELAEANENSNSWEKPS IKLSTWDEGKTLSTDSGQKQKQAAENAVL I EA IKSEKKEQELL IVWAVCGASGKTEMLFPGI EFSALNHQGL
NTDB id 45278 LL3 RS17595 WP 013353785.1 CRSCVVMGRADELTSLYSWNLAAENSWEPIKLSWEGTLTDGQKQAAEALIEAIKEKQELLVWAVCGSGKTEMLFPGIEFALNHGL 166
NTDB id 108 BSU 35470 NP 391427.1 CRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGL 168
consensus !!!!!*!!! ! *!!!! ! ! *!!!*!*! !* !! !! !!!!! ! !!!*!!!!! !!!!!!!!!!! !!!*!!

logo RVC I
VATPRTDVVLELALPRLKAKAFEQGKAVDE I

VSALYGGSDEDKGRSLSTPLMI STATHQLLMRYKRDAI FIDVMI IDEVDAFPFYSADEQTLQRFAVDQKA
NTDB id 45278 LL3 RS17595 WP 013353785.1 RVCVATPRTDVVLELLPRLKKAFEKVEVSALYGGSEDKGSLTPLMISTAHQLMRYRDIFDVMIIDEVDAFPFSADETLRFAVDKA 251
NTDB id 108 BSU 35470 NP 391427.1 RVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKA 253
consensus !!!*!!!!!!!!!!! !!!! !! **!!!!!!!*!!! !*!!!!!! !!!*!!*! !!!!!!!!!!!!*!!! !! !!! !!

logo RKKNSATLVYLVSTATPPSDKETLKKRKRAELANGLQLHKSVR IPARHYHRKPLPEPRFLVWCGNWKKKLENKRGNKI
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NTDB id 45278 LL3 RS17595 WP 013353785.1 RKKNSALVYVTATPSDTLKKRAEAGLLKSVRIPARYHRKPLPEPRFLWCGNWKKKLEKGKLPRSVTDWVRQKLQSRLPVFLFVPS 336
NTDB id 108 BSU 35470 NP 391427.1 RKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPS 338
consensus !!!!! !!!**!!!* !!**! ! !*!!!!!!!*!!!!!!!!!!*!!!!!!!!! * !*!* ! !* ** !!!!!!!!

logo VHS I LERKATATADCYFKQGKLVHNCIRATAEGSVHAEDKTCHRKDEKVKQQRFRDEGQRFLDLL IVTTTI LERGVTVPKVQTCGVLGAEASPS I FTESALVQIAGRTGRH
NTDB id 45278 LL3 RS17595 WP 013353785.1 VHILRKTTDYFQKLNIRAEGVHAEDTCRKDKVKRFREGRFDLLVTTTILERGVTVPKVQTCVLGAEAPIFTESALVQIAGRTGRH 421
NTDB id 108 BSU 35470 NP 391427.1 VSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRH 423
consensus !*!! ! *! ***! !!!!! !!*!! !!*! !!!*!!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!!!!!!!
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NTDB id 45278 LL3 RS17595 WP 013353785.1 YKHFSGDVVMFHFGMTNGMKKAKKHIEYMNKLAQKNKLLD 461
NTDB id 108 BSU 35470 NP 391427.1 KEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus * !!!* !!!! ! ! !*!!! !! !! ! * !
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