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NTDB id 45273 LL3 RS15465 WP 013353395.1 MRYFIKHLSIALLIFSFFYIAHIIYFTQNGILVGTYVVETSKHEFEVVKITKSSYGRYLNLKEGDKILQINGHMPSSQNIKNGYL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
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NTDB id 45273 LL3 RS15465 WP 013353395.1 AKANNLKVERRNHEIQLHGSEDLSLNSSVSFFIYIVPCILFALSLLCIFYIYKVNRIKNTVSAYILICFLIFISIAYLSAGGVTR 170
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 45273 LL3 RS15465 WP 013353395.1 GYEINRYVNLFTFLNVPVLYLHFLYQYFKELKIKFSAKSIVYILYCLPVLNIVTELFRY..RYDLYFVRDMNLLSFFIEILIVYM 253
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR..ISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFS 253
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NTDB id 45273 LL3 RS15465 WP 013353395.1 YIVYYAIIYRKRDHAYLLKVLLISNTIAFLPFTVLYLLSEVILGQYIYSAIVTAPFLLIIPLALVYQFVVNKIYDIDFLLGRIRY 338
NTDB id 91 BSU 31690 NP 391047.2 AIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRY 338
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NTDB id 45273 LL3 RS15465 WP 013353395.1 YSFLSIVPTIGVVWLSILYESKGNHFNTIQITLYVFLIFLAVFYTKEVLDYKFRLKRFSEKYNYQDSIYKYTQLLKSVSALNQVF 423
NTDB id 91 BSU 31690 NP 391047.2 YALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVF 423
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NTDB id 45273 LL3 RS15465 WP 013353395.1 MNLKKTILDVLPVSKAYIFEISSDGDILYFDKQNIEPNWQPYKKEFDKVTSEIGKIIEVNQGFLMKIGERGANSYILLCLSSINT 508
NTDB id 91 BSU 31690 NP 391047.2 KELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINT 508
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NTDB id 45273 LL3 RS15465 WP 013353395.1 PRLTRDEISWLKTLSFYTSVSMENILQIEELMNHLQDLKQQGSNPVWLKKLMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELF 593
NTDB id 91 BSU 31690 NP 391047.2 PRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELF 593
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!! !! !!!! !*!!*!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!



logo LAGDFKKDDEENPCHREI EVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLLYDLGLVKALVSKLAVAQQQERAVPFHIRLNTGRFTAASLDLDSTQ
NTDB id 45273 LL3 RS15465 WP 013353395.1 LADFKK.EEPCHIEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDTQ 677
NTDB id 91 BSU 31690 NP 391047.2 LGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQ 678
consensus !*!!!!** !!* !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!! !!!!!!!!!!!!! !!!!*!
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NTDB id 45273 LL3 RS15465 WP 013353395.1 LNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGCNQEEGSGQAMSMGLSGIKERVRALDGRMKIDTSEGNGFKA 762
NTDB id 91 BSU 31690 NP 391047.2 LNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKA 763
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NTDB id 45273 LL3 RS15465 WP 013353395.1 DIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 DIEIEL 769
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