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NTDB id 1237 CJE RS01260 WP 002876312.1 ...MKKIISVLIL....ALSLLNAKSFEESKKELVKFYNDLGSS..YWYDFYCQAPFKVNKKGKYISFEVIKSDLYAPRN 71
NTDB id 1178 HJ37 RS00640 WP 001082313.1 MNRTNFLVTFLIALFAIPAFAEHPTSFSQAKRFAREIYQDN......QSTFYCGCSYNN....D..GAIDAASCGYEPR. 67
NTDB id 1303 VF RS02230 WP 011261220.1 MKLIRLLISIIAIGSAFNVLAAPPSSFSKAKKEAVKIYLDH......PTSFYCGCDITWKDKKK..GIPDLQSCGYNVR. 71
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ..MMIFRFVTTLAASLPLLTFAAPISFSHAKNEAVKIYRDH......PVSFYCGCEIRWQG.KK..GIPDLESCGYQVR. 68
NTDB id 45268 GZI12 RS01760 WP 162045503.1 ...MRKLLSLLLVITASSAIAAPPTSFSAAKREAVSIYKDLEKDINYNTSFYCGCDINWQG.KK..GVPDLDGCGYKIR. 73
NTDB id 1297 VP RS12690 WP 005461720.1 ...MKYLFTLFLFVLSTSAFSAPPSSFSAAKREAVKIYQDH......PSSFYCGCDIQWQG.KK..GVPDLASCGYQVR. 67
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NTDB id 1237 CJE RS01260 WP 002876312.1 EYTKKGKINQRIKRIEWEHIMPAQNFGKHLPCWKEGGRKACK.NDPTFAKMEADKQNLVPAIGEINGDRSNFRYAEAPTN 150
NTDB id 1178 HJ37 RS00640 WP 001082313.1 ....KQP..KRGERLEWEHVVSAWEIGHQRQCWQNGGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNFRFGMIP.N 140
NTDB id 1303 VF RS02230 WP 011261220.1 ....KQE..KRASRIEWEHVVPAWQFGHQRQCWQDGGRKNCTRKDKQFKLMEADLHNLVPAIGEVNGDRSNFRFSQWNGN 145
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ....KNE..NRASRIEWEHVVPAWQFGHQLQCWQQGGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNFSFSQWNGV 142
NTDB id 45268 GZI12 RS01760 WP 162045503.1 ....KQTQKVRATRIEWEHVVPAWQFGHQLKCWQDGGRKNCSRRDKQFKRMEADLHNLTPAIGEVNGDRSNFNFSQWNGV 149
NTDB id 1297 VP RS12690 WP 005461720.1 ....KQE..KRAARIEWEHVVPAWQFGHQLQCWQSGGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNFNFSQWNGM 141
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NTDB id 1237 CJE RS01260 WP 002876312.1 LKYTQYGNCKVYTDFKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMEAWDKQYPMDEKEKR....IRALL... 223
NTDB id 1178 HJ37 RS00640 WP 001082313.1 .ESRAYGQCDFEVDFKDRRAEPPANRQGDIARIYFYMRDQYGLRLSRQQTQLFEAWSRMDPVDEWEKLRDLRIRGIQGKS 219
NTDB id 1303 VF RS02230 WP 011261220.1 .KGAYYGQCAFKVDFKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEWECERDKRIAKIQGNH 224
NTDB id 1148 A1552VC RS01200 WP 000972596.1 .DGVTYGQCEMQVNFKERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQLMQAWNNQYPVSEWECVRDQRIEKVQGNS 221
NTDB id 45268 GZI12 RS01760 WP 162045503.1 .DGVTYGRCEMQVNFKQRQVMPPDRARGSIARTYLYMSQEYGFKLSKQQRNLMTAWNKTYPAKTWECERDKRIAKVQGNH 228
NTDB id 1297 VP RS12690 WP 005461720.1 .DGVSYGRCDMQVNFKQRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQLMSAWNKTYPVDKWECERDKRIAKVQGNH 220
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NTDB id 1303 VF RS02230 WP 011261220.1 NQFVYKACRK. 234
NTDB id 1148 A1552VC RS01200 WP 000972596.1 NRFVREQCPN. 231
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