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NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPHTPVKET..NLQAEVVAISKDSSTEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPQTPVKET..NLQAEVVAVSKDSVSEKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPQTPVKET..NLQAEVAAVSKDSSTEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPQTPVKET..NLQAEVAAVSKDLVSEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPQTPVKET..NLQAEVAAVSKDLVSEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAII...EKIKEYKII..VICTG.LGLLVGG..FFLLKPAPQTPVKET..NLQAEVAAVSKDLVSEKEVNKEEKEEP 68
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NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAII.....LAA.SAAVFTAIMIFLATGKNKEPVKQA..VPTE..........TENTVVKQEANND 56
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