
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKRKPSANSRLSAVSQPFLYGSFLMQKRTSGLGTLQQGEMI LSMRGTIREDL
NTDB id 45261 LL3 RS12960 WP 014470678.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGARKSASRLSAVSQPFLYGSFLMQRTSGLGTLQQGEMILSMRTIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!

logo FLTAYAAFYI
VAELTVDKRGTEEKKPNPYLFEFL I LESFLKQRLNEGTDPDVITF IVQMKMLGVMGLYPELNHCVHCKSQRDGTFHFSVRDNG

NTDB id 45261 LL3 RS12960 WP 014470678.1 FLTAYAAFIAELTDKGTEEKKPNPYLFELILESFKRLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSRDGTFHFSVRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!**!!! !*!!!!!!!!!!!!! !!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo F ICHRCFEGKDPYKR I
VP IKSPQTARLLRLFYYFDI

L
G
SRLGNSVSLKEQETKANELKQRVIDLYYEEYSGLYLKSKRFLDQMESMKHLLMDGENKS

NTDB id 45261 LL3 RS12960 WP 014470678.1 FICHRCFGKDPYKVPISPQTARLLRLFYYFDIGRLGSVSLKQETKNELKRVIDLYYEEYSGLYLKSKRFLDQMESMKHLLDENKS 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!!!!! !!!!**!! !!!!!!!!!!!!!!* !!! !!!! !!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!
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