
logo MLAELS IKNFAI I EELTI
VSFERGLTVLTGETGAGKS I I IDA I

VSLLVGGRGSSEFVRYGEATKAELEGLFLLDESGHPVFLEGVCAREQGI
NTDB id 45252 LL3 RS12475 WP 013352827.1 MLAELSIKNFAIIEELTISFERGLTVLTGETGAGKSIIIDAVSLLVGGRGSSEFVRYGETKAELEGLFLLDSGHPVFEVCREQGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!! !! !!!!

logo DAVSDDEMIVMRRDINSATGSGKSVCRVNGKLVTIAASLRE IGRLLLDIHGQHDNQLLMEDDEKNHLEQLLDKFAGAEAVESALKQATYQREGYDQRYMV
NTDB id 45252 LL3 RS12475 WP 013352827.1 DASDDMIVMRRDINAGGKSVCRVNGKLVTIAALREIGRLLLDIHGQHDNQLLMEDDKHLELLDKFAGAEAESALQAYREGYDRYM 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus ! !!*!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* !! !!!!!!!!! !!!! ! !!! !!*

logo KLLKKLVKKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDELQLQEERKQQI SNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE
NTDB id 45252 LL3 RS12475 WP 013352827.1 KLLKKVKKLSESEQEMAHRLDLIQFQLEEIESAKLELNEDELLQEERKQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus !!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DI SDINEPLKQKLMSESTVSNSSYYLLEDATFQMRNLMLDDELEFYDPERLNFYI ETRLNE IKQLKRKYGATVEDI LEYAGSKI EEE IDQI ENR
NTDB id 45252 LL3 RS12475 WP 013352827.1 DISDINEPLQKLSETVSSSYYLLEDATFQMRNLLDDLEYDPERLNFIETRLNEIKQLKRKYGATVEDILEYGSKIEEEIDQIENR 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus !!!!!!!!! !*!!*!! !!!!!!!!!!!!!!*!!*!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo DSHLEQSTLKKELDESVGKDVAVEAANLVSKQIRKATWAKKLADEAE IHQRELKSLYMEGKSTFDTEFKLVKRTADPSRSANDEEAPLVVNGQPVQLTEQKQGID
NTDB id 45252 LL3 RS12475 WP 013352827.1 DSHLETLKKELESVGKDVAVEAANLSKIRKAWAKKLAEAIHQELKSLYMGKSTFDTEFLVKTDPSADEAPVVNGQPVQLTQKGID 425
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID 425
consensus !!!! *!!!!!*!!!!!!!!!!!!*! !!! !!!!!!* !! !!!!!!! !!!!!!!! !*! * *!!!*!!!!!!!!! !!!

logo LVKFL I STNTGEPLKPSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGVSGRVAQAIAEKIHKVS ITGSQVLC ITHLPQV
NTDB id 45252 LL3 RS12475 WP 013352827.1 LVKFLISTNTGEPLKPLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSTGSQVLCITHLPQV 510
NTDB id 352 BSU 24240 NP 390304.2 LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV 510
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!

logo AAMADTHLLYIAKELKDGRTTTHRVKTPLSKQQDEKVAE IGRMIAGVEVTDLTKRHAKELLKQADGQVKTTG
NTDB id 45252 LL3 RS12475 WP 013352827.1 AAMADTHLLIAKELKDGRTTTHVTPLSQQDKVAEIGRMIAGVEVTDLTKRHAKELLKQAGQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!! !!!!!!!!!!!!*! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!
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