
logo MEKQLQIRKQSAFTMIEMLVVMML I S I FLLLTMTSKGLSNLRVIDDEANI I SF ITELNYIKSQAIANQGYINVRFYENSDTIKVI
NTDB id 45131 GDK20 RS08140 WP 001788899.1 MEKQLQIRKQSAFTMIEMLVVMMLISIFLLLTMTSKGLSNLRVIDDEANIISFITELNYIKSQAIANQGYINVRFYENSDTIKVI 85
NTDB id 33 MW RS07990 WP 001788899.1 MEKQLQIRKQSAFTMIEMLVVMMLISIFLLLTMTSKGLSNLRVIDDEANIISFITELNYIKSQAIANQGYINVRFYENSDTIKVI 85
NTDB id 17 SA RS07760 WP 001788899.1 MEKQLQIRKQSAFTMIEMLVVMMLISIFLLLTMTSKGLSNLRVIDDEANIISFITELNYIKSQAIANQGYINVRFYENSDTIKVI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ENNKIRFLKLKVGKI INVAKVDI IAFDKKGNINKFGS ITIDNNNS IYR I I FHI EKGR IRYEKL
NTDB id 45131 GDK20 RS08140 WP 001788899.1 ENNKIRFLKLKVGKIINVAKVDIIAFDKKGNINKFGSITIDNNNSIYRIIFHIEKGRIRYEKL 148
NTDB id 33 MW RS07990 WP 001788899.1 ENNKIRFLKLKVGKIINVAKVDIIAFDKKGNINKFGSITIDNNNSIYRIIFHIEKGRIRYEKL 148
NTDB id 17 SA RS07760 WP 001788899.1 ENNKIRFLKLKVGKIINVAKVDIIAFDKKGNINKFGSITIDNNNSIYRIIFHIEKGRIRYEKL 148
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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