
logo

MTKPM
N
A
SDLSAHTPMMQQYWKRLKNREQHLPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYHASAEGYLAKRLV
NTDB id 45009 M2494 RS10395 WP 170870087.1 ....MSDLSAHTPMMQQYWKLKNQHLDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYHAAEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*! !!!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVDERQVVR I ITPGTI
VSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE I

LKGWENTLLAE
NTDB id 45009 M2494 RS10395 WP 170870087.1 KLGESVVICEQIGDPATSKGPVDRQVVRIITPGTISDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPQGLPALEKRRGAVRRRAPWDFDERDSAFHKSLCQQFSTQDLKGFGCENTLTLAIGAAGCLLAGYAKETQRTALPH

NTDB id 45009 M2494 RS10395 WP 170870087.1 LERINPVELLIPDDWPQGLPAEKRRGARRRAPWDFERDSAHKSLCQQFSTQDLKGFGCETLTLAIGAAGCLLGYAKETQRTALPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!

logo LRSLRHERLADDTVI LDAGASRRNLELDTVNLSGGRDNTLQSVMDRCQTAMGSTRLLTRWLNRPLRDNLRES I LEQARQDTS ITCFLLEHRYRFENQ
NTDB id 45009 M2494 RS10395 WP 170870087.1 LRSLRHERLDDTVILDAASRRNLELDTNLSGGRDNTLQSVMDRCQTAMGTRLLTRWLNRPLRDLSILQARQTSITCFLERYRFEN 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!! !!!! !!*!!!!*

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALASALPEQLQAQAGMNQDLDVAPHLLQEQLAQTSTAI STYPELADELLAQRAI INDNPPAVIRDG

NTDB id 45009 M2494 RS10395 WP 170870087.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALSALPELQQAMNDLDAPHLQQLAQTASTYPELADLLQRAINDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!! !! *!*!! !!!! !! * !!!!!!!*!! !!! !!!!!!!!!!

logo GVLKTGYDAPELDDELQSLSENAGQFYL IMDLEATREKARTGLASHNLKVGYNRVHGYF I ELPSKQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 45009 M2494 RS10395 WP 170870087.1 GVLKTGYDAELDDLQSLSENAGQFLIDLEAREKARTGLSHLKVGYNRVHGYFIELPSKQAEQAPADYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!*!!!!!!!!!!*!*!!! !!!!!!!! *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo EFEDKALSAKSRALAREKLMLYDEETLLEDML IGHLAPLQDESTAAALAELDMVLSNLAERALNLDLNCRPHRFVAEEQPCMRI EQGRHPVVEQVL
NTDB id 45009 M2494 RS10395 WP 170870087.1 EFEDKALSAKSRALAREKMLYETLLEDLIGHLAPLQDTAAALAELDVLSNLAERALNLDLNCPHFVAEPCMRIEQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!!*!!* !!! !!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!*!! !!!!!!!!!!!!!!!!!



logo

E
STPFVANDLAGLDDASTRML IV ITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 45009 M2494 RS10395 WP 170870087.1 STPFVANDLALDDSTRMLIITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!*!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDKRSLVLMDEVGRGTSTFDGLSLAWAAAECHLAKQLRAFYTLFATHYFELTVLPESEPLVVANNVHLNSATEHNER IVFLHHRVL
NTDB id 45009 M2494 RS10395 WP 170870087.1 ANILHNATDKSLVLMDEVGRGTSTFDGLSLAWAAAECLAQLRAYTLFATHYFELTVLPESEPLVNNVHLNATEHNERIVFLHRVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!*!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!*!!

logo PGPASQSYGLAVAQLAGVPGEKVIQTRAKRDEHLQSRLETTSLPSHEAQPRAIKTPGKQPAI
PPMQQSDMFASLPHPVLDEELGSKR IKNPVDDLVTPRQALDE

NTDB id 45009 M2494 RS10395 WP 170870087.1 PGPASQSYGLAVAQLAGVPGKVITRAKEHLQRLETTSLPHEQPRAKPGKPAIPQQSDMFASLPHPVLDELSKIKVDDLTPRQALD 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!!! !! !!**!! !!!!!!!*!! !! !! !!*! !!!!!!!!!!!!!*!! *! *!!*!!!!!!*
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logo LLYSTLKQTR I
L
O

NTDB id 45009 M2494 RS10395 WP 170870087.1 LLYTLQTRL. 855
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus !!!*! !!*
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