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NTDB id 44873 EZU31 RS11930 WP 130632405.1 MFKPTHCAWLV.AAACALPSYAMNIQPDPKNAGGYVIAAPDLAAVEKTKTANPMYGIWAKALATRSNTIVDAIKPRAASNPDNVK 84
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
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logo RVERVFPTESDEWDFYLTQMAAPEYTYETRFLRAI
VGKFPAFCGEYTDGRDASDAICKKS I IVTAFAHFAQETGGHIAS IKDENVSDNPLAGLEEW

NTDB id 44873 EZU31 RS11930 WP 130632405.1 RVERVFTESDWDYLTQMAAPEYTYERFLRAVGKFPAFCGEYTDGRDADAICKKSIITAFAHFAQETGGHIAKENVSDNPLALEEW 169
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!*!!*!!*!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!! *!!!!!!!*!!!!

logo QQALVHVREMGWSEGQETGYTTGCGQNDWQNKKRWPCESPTGQGYFGRGAKQLSYHFNYGAFSEAVMFDGDASVLLKNNPGLVADSWLNLA
NTDB id 44873 EZU31 RS11930 WP 130632405.1 QQALVHVREMGWSEGQTGYTTGCGQNDWQNKKWPCSTGQGYFGRGAKQLSYHFNYGAFSEAMFDGDASVLLNNPGLVADSWLNLA 254
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWVPSQRE I
L
A
DAGIGYGFGTTINVINGGI ECGEQNKDNKGQPVNR IRYWEGLAAEHYQIP I

V
E
KADEK

NTDB id 44873 EZU31 RS11930 WP 130632405.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQREIAAGIGYGFGTTINVINGGIECGEQNKNKGQPVNRIRYWEGLAEHYQIPVKADEK 339
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
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logo NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYPSDRPGGHYSFECELVGFQTAYSALVAPGDYEKCVTNFYGQSHAGNWPEKVRVVADKLDP
NTDB id 44873 EZU31 RS11930 WP 130632405.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYPDRPGGYSFECELVGFQTAYSALVPGDYEKCVTNFYGSHANWPKVRVVAKLDP 424
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLD. 424
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EPVDPTVDPPVGDGVAAWDSASGSKVYNTATGDNKQVSYKQGAI
VYEQAKWWSTQGNEPGTKGDPWKVLVPSAGKTPTEPPTTEPEPPVTEPEPPVTEPEPPV

NTDB id 44873 EZU31 RS11930 WP 130632405.1 EPVDPTDPPVGDVAAWSASKVYTAGNKVSYKGAIYQAKWWTQGNEPGKGDPWVLVPAK........................... 482
NTDB id 1299 VP RS02975 WP 005483021.1 .PVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPV 508
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TEPEPPVTEPVPPVTGSF IQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDE I SCQ
NTDB id 44873 EZU31 RS11930 WP 130632405.1 .................................................................. 482
NTDB id 1299 VP RS02975 WP 005483021.1 TEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
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