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NTDB id 1203 PSJM300 01605 AFN76401.1 ..................MEF.EKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPV.NKTPMSPEMTRETVHGVMNEQQR 60
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..................MDF.NDLLNLMAKHKASDLFITAGVEPSLKINGEITPV.SKTKLDGDMIAQLIDSITTQKQR 60
NTDB id 44774 AMIS RS04550 WP 014441022.1 MDTIEQVRPPETAATSDDLDVLDQLLVTLVESRGSDLHLTVGSPPMMRVDGGLRPVPGYGKLNASDTELLARAAVTPAQW 80
NTDB id 1307 DR RS10055 WP 010888596.1 ..............MTSGIDI.TDILRLAADKGASDIILAAGLPPQFKLSGDYDAQ.GFEPLSASDTRKLMYSMMNERQQ 64
NTDB id 1086 NMV RS00245 WP 002218487.1 ..................MQI.TDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI.NLPEMSAEEVGNMVTSVMNDHQR 60
NTDB id 1116 NGFG RS10615 WP 003690200.1 ..................MQI.TDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRI.NLPEMSAEEVGNMVTSVMNDHQR 60
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ..................MDI.AELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL.GVPAFTHSDVHRLIFEIMNDAQR 60
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ..................MDI.AELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKL.GVPAFTHSDVHRLIFEIMNDAQR 60
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 ..................MDI.TELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRI.NLPPLEHKQVHALIYDIMNDKQR 60
NTDB id 1202 PSJM300 01600 AFN76400.1 ..................MDI.TELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRI.NLPAMDHKQVHALIYDIMNDKQR 60
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ..................MDI.TELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRI.NLPAMDHSEVHNLIYDIMNDKQR 60
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ..................MDI.TELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI.NLPALEHKDVHRLVYDIMNDKQR 60
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ..................MDI.TELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRI.NLPALEHKDVHRLVYDIMNDKQR 60
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 AEFKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTT 137
NTDB id 1203 PSJM300 01605 AFN76401.1 REFTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTS 139
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QEFIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTS 140
NTDB id 44774 AMIS RS04550 WP 014441022.1 ETFQRVQEMDFAHSIVG.VSRFRGNLYRQRASCGAVFRAIPHKIKPLDELGMPESVARFAHLPRGLVLVTGPTGSGKTTT 159
NTDB id 1307 DR RS10055 WP 010888596.1 RIFEEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTT 143
NTDB id 1086 NMV RS00245 WP 002218487.1 KIYQQNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTT 139
NTDB id 1116 NGFG RS10615 WP 003690200.1 KIYQQNLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTT 139
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SEYEEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTT 139
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SEYEEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTT 139
NTDB id 1283 ACE17W RS02630 WP 010947729.1 KEYEEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTT 139
NTDB id 1259 GCO85 RS10305 WP 010947729.1 KEYEEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTT 139
NTDB id 1194 PAKAF RS01995 WP 003084552.1 KDFEEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTT 139
NTDB id 1202 PSJM300 01600 AFN76400.1 KDFEEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTT 139
NTDB id 1020 ACIAD RS04210 WP 011182164.1 RDYEEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTT 139
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RDYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTT 139
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RDYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTT 139
NTDB id 1040 H0N27 RS13360 WP 000355489.1 RDYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTT 139
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 MAAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAE 217
NTDB id 1203 PSJM300 01605 AFN76401.1 LAAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAE 219
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAE 220
NTDB id 44774 AMIS RS04550 WP 014441022.1 LASLLDLANRSRANHIITIEDPIEFLHPHKRSVVNQREVGSDTENFATALKHALRQDPDIILVGELRDLETTATALTAAE 239
NTDB id 1307 DR RS10055 WP 010888596.1 LASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAE 223
NTDB id 1086 NMV RS00245 WP 002218487.1 LAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAE 219
NTDB id 1116 NGFG RS10615 WP 003690200.1 LAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAE 219
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAE 219
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAE 219
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAE 219
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAE 219
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAE 219
NTDB id 1202 PSJM300 01600 AFN76400.1 LAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAE 219
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LAAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAE 219
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAE 219
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NTDB id 1040 H0N27 RS13360 WP 000355489.1 LAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAE 219
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGEL 297
NTDB id 1203 PSJM300 01605 AFN76401.1 TGHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEV 299
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TGHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEI 300
NTDB id 44774 AMIS RS04550 WP 014441022.1 TGHLVLATLHTQSATQTIDRVIDIFPPHQQLQIRAQLAASLQGVITQALAPKADGKGRVVVAEILTATPAIRSLIREGKS 319
NTDB id 1307 DR RS10055 WP 010888596.1 TGHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKT 303
NTDB id 1086 NMV RS00245 WP 002218487.1 TGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKI 299
NTDB id 1116 NGFG RS10615 WP 003690200.1 TGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKI 299
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKV 298
NTDB id 1176 A1552VC RS01160 WP 000350195.1 TGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKV 298
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKI 298
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKI 298
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TGHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKV 298
NTDB id 1202 PSJM300 01600 AFN76400.1 TGHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKV 298
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TGHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKV 298
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKV 298
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKV 298
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKV 298
consensus !!!!***!!!***!*****!************** *!***! ****! !*** ***!****!***********!!* **



logo

F
Y
T
H
A
K
E

Q
L
I
M
P
T
N
K
Y
A
E
G
S
F
T
I
L
V
A
S

L
M
I
K
A

Q
A
R
T
S
G
T
G
Q
A
D
R
T
E
N
S
A

V
E
K
S
L
HGML

V
T
Q
A
TFMLEDAMSQYCNAHSALFAQTYKDNSEQGKLFLYIVDSNVRADEHQKRDHQNGAEHKILVVINADTSELMAKRYPAPDHEQAKNSVEDTGVAKHQLRAHKLRSTE I

S
V
H
R
K
A

S
I
A
H
I
E
L
Q
D
K

D
I
L
N
Q
S

A
P
D
S
E
K
L
N
P
N
D
K
S
E

A
E
M
N
S
L

L
S
F
A
K
F
LRLAQVMGLNIDRKTALGKSAERSEGADLTGNDKYGEPHLDLGNTRSAEGVRSLMS

T
Q
E
G
N
P

A
L
M
V

A
E
K
T

I
L
P
R

PVPAYNS

NTDB id 1177 A1552VC RS01165 WP 000422572.1 HELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDL..RLMLKTKRGDDY...GSGSLQNVKI....... 365
NTDB id 1203 PSJM300 01605 AFN76401.1 HELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDL..RLMIKLGSETDGEHLTSVS.QGLTL....... 369
NTDB id 1019 ACIAD RS04205 WP 004922051.1 YKIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNL..RLQIKLSEEANKPLDNRERMSEMER....... 371
NTDB id 44774 AMIS RS04550 WP 014441022.1 HQIPSFMQAGASEGMLAFDQHLAEKIREGAITMQTALEISHS.PDELKRLVGRA.......................... 372
NTDB id 1307 DR RS10055 WP 010888596.1 FQITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAID.PKEFARLANDASAGLGG.....ASMTPAAPPVPAYNS 377
NTDB id 1086 NMV RS00245 WP 002218487.1 TQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF................................ 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 TQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF................................ 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 AQMYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................. 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 AQMYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................. 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................. 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................. 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AQMYSAIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKI.PENF................................. 344
NTDB id 1202 PSJM300 01600 AFN76400.1 AQMYSSIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF................................. 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AQMYSSIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKS.PESF................................. 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AQMYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQ.PESFL................................ 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL................................ 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL................................ 345
consensus ***** ***** !!***** * ** ***** * * *

logo

ADE
K
S

S
M
E
T
S
D
F
S

T
D
D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPATPAAPAAGRSEPGRAGGFGRR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .DME..................................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 .EMSDDDPGRSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .KMTFDGQRRNLK............................ 383
NTDB id 44774 AMIS RS04550 WP 014441022.1 ......................................... 372
NTDB id 1307 DR RS10055 WP 010888596.1 ASSSSTGRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1086 NMV RS00245 WP 002218487.1 ......................................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 ......................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ......................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ......................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ......................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ......................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ......................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 ......................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ......................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ......................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ......................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ......................................... 345
consensus

X non conserved

X similar

X ≥ 50% conserved


