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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 44744 RGE RS22610 WP 014430816.1 ..MASVNKVILVGNLGRDPEVRYAPSGSAICNVTIATSRQWKDKTSGERQEETEWHRVVFYDRLAEIAGEYLKKGRPVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PYDEGYGQSQEAYQRPAQQS....RQPAPDAPS.. 145
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PYEEGYGQSQEAYQRPAQQS....RQPASDAPS.. 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGW..N....QAPAQTNYNQGGYSDNYAQNNN 148
NTDB id 44744 RGE RS22610 WP 014430816.1 EGRLKTRKWTDKDGVEKYTTEIIAME....MQLLGGREGGGGGGGDYGGGDDMG....APPARRA....PAPRPQAPA.. 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ..GG..MN....VP.AQQG....SWGQPQQPAK. 146
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ...HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 44744 RGE RS22610 WP 014430816.1 ..........PRAPAPQKSSTGFDDMDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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