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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 44732 RGE RS01235 WP 014426487.1 MSLAVVASRALDGLDAPAVHVEVQLANGLPCFTLVGLADTEVKESRERVRAALQHSGFQFPHNKRITVNLAPADLPKESG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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LVI LIVAPAQHKNSQASNTGAGRADNSQEVAAS IRLTVNSGGKNVDHTELQDENRKQHTVRFKYCFGSTVA
NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE.GFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 44732 RGE RS01235 WP 014426487.1 RFDLPIALGILAADGVLDAARLAACEFAGELSLAGELRPVRGALALALAARRDGGGRTLVLPAASAGSAARVGGLDVRGA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD..NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD..NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV..ERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK..QRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS..KRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA..KREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPS 236
NTDB id 44732 RGE RS01235 WP 014426487.1 ATLLEVVQALLPGEAAEPLSPARP..PPAEPGEPAPDLRDVRGQAAAKRALEIAAAGAHSLLLVGPPGTGKSMLAARLPG 238
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFST 233
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFST 233
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCD 233
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCD 233
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTG 237
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLAD 236
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVL 316
NTDB id 44732 RGE RS01235 WP 014426487.1 LLPAMDDEEALVSAALQGLAPQALD.GAGFGRRPVRSPHHSASAVALVGGGSPPRPGEISLAHGGVLFLDELPEFARAAL 317
NTDB id 1271 LPP RS03220 WP 011213198.1 LLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVL 312
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVL 312
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVL 312
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVL 312
NTDB id 1349 HI 1117 AAC22771.1 LLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVL 316
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVL 315
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP....NNTSSSFEMQRYLNKLSGPLLDRIDIHIEVQ 392
NTDB id 44732 RGE RS01235 WP 014426487.1 EALREPLETGRVTISRAARQAQFPARFQLVAAMNPCPCGWLGAFAATGRACRCGADGVARYRSRLSGPLLDRIDLQIEVP 397
NTDB id 1271 LPP RS03220 WP 011213198.1 ETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGN...SQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGN...SQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEG...SQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIP 387
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEG...NQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIP 387
NTDB id 1349 HI 1117 AAC22771.1 DALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTG...THNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVP 391
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQG...THNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVP 390
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LSGIVARRGALY
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAY 470
NTDB id 44732 RGE RS01235 WP 014426487.1 AVRPAELMGA..PSGESSAAVAARVAAARSRQLDRQG....EPNGRLGAADTDRCCVAEAAARRLLQTAAEKLGWSGRRL 471
NTDB id 1271 LPP RS03220 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAY 462
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAY 462
NTDB id 1349 HI 1117 AAC22771.1 LLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAY 466
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAY 466
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 44732 RGE RS01235 WP 014426487.1 HRTLRVARTIADLDGAATIGVTTMAEALQLQRGLDAAD....... 509
NTDB id 1271 LPP RS03220 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 HRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 HRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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