
logo MTSDPNPAQAFENWFEEEEGDDAFTSL IAGEETNSGI EELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPE
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPE 80
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AELDALFTDEDAPTTAIDPFESSSWLE IDQMMEADPLAS IPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGL
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 AELDALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGL 160
NTDB id 1419 SGL RS12550 WP 010873252.1 AELDALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HSFAGADRVTPLTNEVLLFAAIDDLDGL INAPVLDEEFSFTELETL IDTPAPKSFATI SHPFRLPVAMEEDEDEFKDLEA
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 HSFAGADRVTPLTNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEA 240
NTDB id 1419 SGL RS12550 WP 010873252.1 HSFAGADRVTPLTNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLEQADSSLGGGIAGMGGARLPARPRQVKSRSFEQTMRVP IKQLDNLSNL IGELVVKRNRLEQDQERLRQFLDNLLNQAQ
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 LLEQADSSLGGGIAGMGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQ 320
NTDB id 1419 SGL RS12550 WP 010873252.1 LLEQADSSLGGGIAGMGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDAR ITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIEL IV
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 NLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIV 400
NTDB id 1419 SGL RS12550 WP 010873252.1 NLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVL IDKMI L
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 RVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMIL 480
NTDB id 1419 SGL RS12550 WP 010873252.1 RVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMIL 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EHLYNPMTHLVNNAITHGI ETPAERQKLGKSPEGHLAVRAFLQGNQTL ITVSDDGAGINTEMVKQKAVEKGL I SRMEAQS
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 EHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQS 560
NTDB id 1419 SGL RS12550 WP 010873252.1 EHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSL IDIRGAINI ESTVGKGTTFTIRLPLTLS ICKALCCLSDRAR I
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 LSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARI 640
NTDB id 1419 SGL RS12550 WP 010873252.1 LSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARI 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVI IARGSSGNLL
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 AFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLL 720
NTDB id 1419 SGL RS12550 WP 010873252.1 AFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLL 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALQIDQVLGEEE IV IKQI EGP IPKPPGIAGATVRGDGS IMP IADVLEL I E IAQGRLRTDSSGGLWRKTLTPTVNEVHMDP
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 ALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQGRLRTDSSGGLWRKTLTPTVNEVHMDP 800
NTDB id 1419 SGL RS12550 WP 010873252.1 ALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQGRLRTDSSGGLWRKTLTPTVNEVHMDP 800
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TVL IVDDS ITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDI EMPRKNGLELLSELQADEELSS IPVALL
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 TVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDIEMPRKNGLELLSELQADEELSSIPVALL 880
NTDB id 1419 SGL RS12550 WP 010873252.1 TVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDIEMPRKNGLELLSELQADEELSSIPVALL 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TSRGADRHRKVAAKLGATGYFTKPYTEKDI LDAANRMLNGEVLLPGSTRKTNS I LSRFKKARGNFSEEAPTIVRSNPGTL
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 TSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKKARGNFSEEAPTIVRSNPGTL 960
NTDB id 1419 SGL RS12550 WP 010873252.1 TSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKKARGNFSEEAPTIVRSNPGTL 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RSTVL I IDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDL I LCDI EMPRMNGLELLER IQEDPNLSR IPVA
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 RSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVA 1040
NTDB id 1419 SGL RS12550 WP 010873252.1 RSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVA 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MITSRGAQKMQRMAAEKGAKGYFVKPYI EETLLEASQRL IRGEVLLDLAALSADE
NTDB id 44493 SYNPCCN RS10725 WP 010873252.1 MITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
NTDB id 1419 SGL RS12550 WP 010873252.1 MITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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