
logo MTSYSEEYSSTTTI IDEEFDAGGNYPTAFGITFTPQVSGI SLG I LGLLAMGYVLLNFVMPALGEYQQLRQDEEAKQAQVD
NTDB id 44358 SYNPCCP RS08870 WP 010872899.1 MTSYSEEYSSTTTIIDEEFDAGGNYPTAFGITFTPQVSGISLGILGLLAMGYVLLNFVMPALGEYQQLRQDEEAKQAQVD 80
NTDB id 1413 SGL RS10695 WP 010872899.1 MTSYSEEYSSTTTIIDEEFDAGGNYPTAFGITFTPQVSGISLGILGLLAMGYVLLNFVMPALGEYQQLRQDEEAKQAQVD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQSPEVLMRRLANAEVQLQEAQQRKATVLELYANSEDLNTI LYNFNTLFVNRNVKLVSFLPQGDPVVI SDDSLGANAKNQ
NTDB id 44358 SYNPCCP RS08870 WP 010872899.1 QQSPEVLMRRLANAEVQLQEAQQRKATVLELYANSEDLNTILYNFNTLFVNRNVKLVSFLPQGDPVVISDDSLGANAKNQ 160
NTDB id 1413 SGL RS10695 WP 010872899.1 QQSPEVLMRRLANAEVQLQEAQQRKATVLELYANSEDLNTILYNFNTLFVNRNVKLVSFLPQGDPVVISDDSLGANAKNQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKRQTYTI SMTGGFSETLAL IRDI ERLQPL I LMKNLRTSLVNPEFPVNVVRDGDTVQVQTDAPDI LTTDLTLEVFMPLTP
NTDB id 44358 SYNPCCP RS08870 WP 010872899.1 LKRQTYTISMTGGFSETLALIRDIERLQPLILMKNLRTSLVNPEFPVNVVRDGDTVQVQTDAPDILTTDLTLEVFMPLTP 240
NTDB id 1413 SGL RS10695 WP 010872899.1 LKRQTYTISMTGGFSETLALIRDIERLQPLILMKNLRTSLVNPEFPVNVVRDGDTVQVQTDAPDILTTDLTLEVFMPLTP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EE IAALTPPPPPPGQEGQPPAEGQPPAEGQAAPAP
NTDB id 44358 SYNPCCP RS08870 WP 010872899.1 EEIAALTPPPPPPGQEGQPPAEGQPPAEGQAAPAP 275
NTDB id 1413 SGL RS10695 WP 010872899.1 EEIAALTPPPPPPGQEGQPPAEGQPPAEGQAAPAP 275
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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