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NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHGIKALLITLSLACAGMSHSALAAA....SVAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRVSINNASAEELARAM 76
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWAE.TKTKAD........................KYEGIEITVNVNSATAQEIATLL 48
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQ........................VEEGIVITVNINTASAEELATLL 56
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQ........................VEEGIVITVNINTASAEELATLL 56
NTDB id 44320 K6J71 RS09545 WP 005665977.1 MKLMKTLF.TSVVLCSALVASSSFAEEKATEQTAQP..VVATQAE.........AQVAPAVVSDKLNINTATASEIQKSL 68
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLF.TSVVLCGALVVSSSFAEEKATXQTAQS..VVTTQAE.........AQVAPAVVSDKLNINTATASEIQKSL 65
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRY...TFSLLFGLFSATTFAEEKVTTST.EHTPVVMQQ...........VAATQKVNANVVNINTATASEIQDKL 65
NTDB id 1459 ASU2 RS10590 WP 015674357.1 MKTPSKL...GLSLLIGMLSTGVLAAEKTKPSVTEPTPVVQNAQATSPE....HSHAEMTNNANLVNINIATAAEIQDKL 73
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NTDB id 1440 BW25113 RS02290 WP 000680312.1 NGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL. 123
NTDB id 1395 DSB67 RS04445 WP 010649155.1 IGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 KGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 KGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 44320 K6J71 RS09545 WP 005665977.1 TGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 TGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1459 ASU2 RS10590 WP 015674357.1 VGIGAKKAQAIVEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
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