
logo MQLNSTE I SEL IKKR IAQFDVVSEARNTGTIVSVSDGI IR IHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYA
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 MQLNSTEISELIKKRIAQFDVVSEARNTGTIVSVSDGIIRIHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYA 80
NTDB id 1363 HI 0481 AAC22139.1 MQLNSTEISELIKKRIAQFDVVSEARNTGTIVSVSDGIIRIHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLAEGMEVQCTGR I LEVPVGRGLLGRVVNTLGQP IDGKGE I ENDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVP IG
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 DLAEGMEVQCTGRILEVPVGRGLLGRVVNTLGQPIDGKGEIENDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVPIG 160
NTDB id 1363 HI 0481 AAC22139.1 DLAEGMEVQCTGRILEVPVGRGLLGRVVNTLGQPIDGKGEIENDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVPIG 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGQREL I IGDRQTGKTALAIDAI INQRNSGIKC IYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPY
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 RGQRELIIGDRQTGKTALAIDAIINQRNSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPY 240
NTDB id 1363 HI 0481 AAC22139.1 RGQRELIIGDRQTGKTALAIDAIINQRNSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AGCAMGEYFRDRGEDAL IVYDDLSKQAVAYRQI SLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGK
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 AGCAMGEYFRDRGEDALIVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGK 320
NTDB id 1363 HI 0481 AAC22139.1 AGCAMGEYFRDRGEDALIVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGK 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGSLTALP I I ETQAGDVSAFVPTNVI S ITDGQI FLESNLFNSGIRPAVNPGI SVSRVGGSAQTKVIKKLAGGIRTALAQY
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 TGSLTALPIIETQAGDVSAFVPTNVISITDGQIFLESNLFNSGIRPAVNPGISVSRVGGSAQTKVIKKLAGGIRTALAQY 400
NTDB id 1363 HI 0481 AAC22139.1 TGSLTALPIIETQAGDVSAFVPTNVISITDGQIFLESNLFNSGIRPAVNPGISVSRVGGSAQTKVIKKLAGGIRTALAQY 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RELAAFAQFASDLDDATRKQLSHGEKVTELLKQKQFTPLSVAEQAVI LFAVEFGYLDDVELSKIASFETALLDYSNRNHA
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 RELAAFAQFASDLDDATRKQLSHGEKVTELLKQKQFTPLSVAEQAVILFAVEFGYLDDVELSKIASFETALLDYSNRNHA 480
NTDB id 1363 HI 0481 AAC22139.1 RELAAFAQFASDLDDATRKQLSHGEKVTELLKQKQFTPLSVAEQAVILFAVEFGYLDDVELSKIASFETALLDYSNRNHA 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EFMQELNKTGNYNDE IKDTLKS I LDGFKANSAW
NTDB id 44244 CHBNTHi RS03125 WP 005688698.1 EFMQELNKTGNYNDEIKDTLKSILDGFKANSAW 513
NTDB id 1363 HI 0481 AAC22139.1 EFMQELNKTGNYNDEIKDTLKSILDGFKANSAW 513
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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