logo

NTDB id 1077 ABD1 RS06150 WP 000203218.1
NTDB id 44214 03Y RS13160 WP 000242742.1
NTDB id 1145 A1552VC RS12025 WP 000242749.1
NTDB id 1409 HI 0957 AAC22618.1

consensus

logo

NTDB id 1077 ABD1 RS06150 WP 000203218.1
NTDB id 44214 03Y RS13160 WP 000242742.1
NTDB id 1145 A1552VC RS12025 WP 000242749.1
NTDB id 1409 HI 0957 AAC22618.1

consensus

logo

NTDB id 1077 ABD1 RS06150 WP 000203218.1
NTDB id 44214 03Y RS13160 WP 000242742.1
NTDB id 1145 A1552VC RS12025 WP 000242749.1
NTDB id 1409 HI 0957 AAC22618.1

consensus

oot RS TR ST OB A sl

-SNFlQ
.............. HQTDPTLEWFLSHCHIHKYPSKSTLIHAGEKAETLYYIVKGSVAVLIKD EGKEMILSYLN
.............. ISQTDPTLEWFLSHCHIHKYPSKSTLIHAGEKAETLYYIVKGSVAVLIKD EGKEMILSYLN
UENELEEIDEYV| I OIDPML. WFL HCH HKYP KSTLIHAGENAWTLYY KGSVEIVESKD EGKEMIL YL[&
* % * dokokokokokokok  |okokokokokokokok Dokokok Dokokok | Dokokok Dokokok | Dokokskokok | Dok | D D okoskoskokokskokokoskok |okskokok | 1 %

oD b e celTUARIT, e el o0 DLl aue i g

kUok D Dl b Pokokokokok Dok Dok Dok skokok D Dok DD Dokoskokokokok Dokskokok Dokokokokokokoskosk Dk DD Dok Dok skk sk DD Dk Dk D11 x

Tt o TR 1 SRETV A LSRR e

6L L BQP AMg#P GRIQI ITRQEIGRIIVGCSREWIVGR LKWLE Q[ I[ayge]GKET DINSLEETPVTDEDYDEEE
TLLNLARQP AMTHPDGMQIKITRQEIGQIVGCSRETVGRILKMLE QNLISAHGKTIVVYGT R
TLLNLARQP AMTHPDGMQIKITRQEIGQIVGCSRETVGRILKMLE QNLISAHGKTIVVY GT R
TL NLA QP AMTHPDGMQIKITRQEIGQ VGCSRETVGRI KMLE QNLIHAHGKTIVVYGAR ...............

X non conserved
B similar
>50% conserved

156
146
146
160

235
210
210
224



