
logo MIYFTMFLLGGI LG IALWFYLSGF ITHRLQQDENIYAI
TYVELFPQNSRSPFQPHFAS IQQKKCGHI LRYFLFSVIGVGF I FLQIAFKDS I F

NTDB id 1357 HI 0296 AAC21960.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQNIYAIYVELFPQNRSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAFKDSIF 85
NTDB id 44198 K6J62 RS03695 WP 110432059.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQDIYATYVELFPQNRSPFQPHFASIQQKKCGHILRYFLSVGVGFIFLQIAFKDSIF 85
NTDB id 1368 NTHI RS01940 WP 011271970.1 MIYFTMFLLGGILGIALWFYLSGFITHLQQEIYATYVELFPQNSSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAFKDSIF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!

logo TVWIGLTL I I LWTI SYLDWHYQL I STTPCLWLLTLGLFGADNNFSLLTLSES IKSAASFF IVFYVAIYWLIAKFCYYGRKEVAFGRGDYW
NTDB id 1357 HI 0296 AAC21960.1 TVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYVIYWLAKFYYGKEAFGRGDYW 170
NTDB id 44198 K6J62 RS03695 WP 110432059.1 TVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYRKEVFGRGDYW 170
NTDB id 1368 NTHI RS01940 WP 011271970.1 TVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYRKEAFGRGDYW 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!*!!*!!*!!!!!!!

logo LAMALGSF IHLETLPHFLLLASVLGICFSL IHRKKKKEFLIPFAPFMNLSAI
V I IYLFVKYYGY

NTDB id 1357 HI 0296 AAC21960.1 LAMALGSFIHLETLPHFLLLASVLGICFSLIHRKKKEFLPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 44198 K6J62 RS03695 WP 110432059.1 LAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1368 NTHI RS01940 WP 011271970.1 LAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAIIIYLVKYYGY 230
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!*!!!!!!
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