
logo MQKGMVTLVELL IGLAI I S IAVLNSFAVVPLWKQTDLSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLAVTQQWCLTAQVKNDNQR
NTDB id 44181 K6J62 RS00275 WP 110431766.1 MQKGVTLVELLIGLAIISIVLSFVVPLWQTDLPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLVTQQWCLTAQVKNDR 85
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVKNNQ 85
consensus !!!!*!!!!!!!!!!!!!! ! ! !!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo TCDCLNP INCPKEVYAHFYYPYFPNKTMIQSHHIYPKE ITRFDGIRNTIVTRCF I LQAENERTLFLFFNVGS IRLVKTNQFDSACN
NTDB id 44181 K6J62 RS00275 WP 110431766.1 TCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRLKTNQFDSACN 170
NTDB id 1350 HI 0938 AAC22602.1 TCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRVKTNQFDSACN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!
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