
logo MTIQKGI ITLTI L I F I SGLLTAFI LLLDDSHLSFFRAVQQNQRKHLYVERTLQLQKMTAATKKQTACLDLPSLNNDNESVKQI S IATLDEGAST
NTDB id 44179 K6J62 RS00265 WP 110431768.1 MTIQKGIITLTILIFISGLLTAILLLDDSHLSFFRVQQNQRKLYVERTLQLQKMTAAKKQTACLDLSLNNDESVKQISITLDGAT 85
NTDB id 1352 HI 0940 AAC22604.1 MTIQKGIITLTILIFISGLLTAFLLLDDSHLSFFRAQQNQRKHYVERTLQLQKMTATKKQTACLDLPLNNNESVKQISIALEGST 85
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!! !!!!!!!!!*!!! !!!!!!!! !*! !

logo DAS IQYFLWCERMSLPFKKSPKKGDNQGALKDF IVHTDTEKLATDYFRPHFSSPPR I LNANKMTPKLYWFSDSQAEVE INGTVSAVL IAEGDL
NTDB id 44179 K6J62 RS00265 WP 110431768.1 DSIQYFLWCERMSPFKKSPKKGDNQGALKDFIHTEKLTDFRPHFSSPPRILNANKTPKLYWFSDSQAEVEINGTVSAVLIAEGDL 170
NTDB id 1352 HI 0940 AAC22604.1 DAIQYFLWCERMSLFKKSPKKGDNQGALKDFVTDEKLAYFRPHFSSPPRILNANKMPKLYWFSDSQAEVEINGTVSAVLIAEGDL 170
consensus ! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!** !!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLTGKGR I SGAVITNSGNLTLDGVTLAYGKKTVVATLVQRQYSQWQLAEKSWSDFNVQDE
NTDB id 44179 K6J62 RS00265 WP 110431768.1 KLTGKGRISGAVITNGNLTLDGVTLAYGKKTVVTLVRQYSQWQLAEKSWSDFNVQDE 227
NTDB id 1352 HI 0940 AAC22604.1 KLTGKGRISGAVITSGNLTLDGVTLAYGKKTVVALVQQYSQWQLAEKSWSDFNVQDE 227
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!
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