
logo MTF ILKKS IATQE IAGIV I
VVI FVALFGLMFYLYHRLPLEAFYLLATLAGI

V
I
V
L
SLLLL I FY IG IKMYL ISFVKTI SQQQQI ENLETALYQLKNDE

NTDB id 44177 SAMSHR1132 RS12940 WP 000142802.1 MTFIKKIAQEIGIVVVIVALFGLMFYLYRLPLEAFLLTLAIVSLLLLIYIGIMYLIFVKTISQQQQIENLETALYQLKND 80
NTDB id 8 SA RS13860 WP 000143425.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKNE 80
consensus !!!*! ! !!!*!!*!! !!!!!!!!!!*!!!!!*!! !*** !!!!!*!!! !! !!!!!!!!!!!!!!!!!!!!!!!*

logo QI
LEYKNDI

VESYFLTWVHQMKTP ITAAQLLLERDEPNVVNRVRQE I
V IQIDNYTSLALSYLKLLNETSDI SVATKQI S INDNI

L IR
NTDB id 44177 SAMSHR1132 RS12940 WP 000142802.1 QLEYKNDIESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEIIQIDNYTSLALSYLKLLNETSDISVAQISINDLIR 160
NTDB id 8 SA RS13860 WP 000143425.1 QIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
consensus !*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!

logo P I IMKYS IQF IDQKTKIHYEPCHCHEMVLTDVRWTSLMI EQL INNALKYARGKDIW I EFYDEKQSKNQLHI
VKDNGIG I SEADLPK

NTDB id 44177 SAMSHR1132 RS12940 WP 000142802.1 PIIMKYSIQFIDQKTKIHYEPCHCMVLTDVRWTSLMIEQLINNALKYARGKDIWIEYDEKSKQLHIKDNGIGISEADLPK 240
NTDB id 8 SA RS13860 WP 000143425.1 PIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLPK 240
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !!!*!!!!!!!!!!!!!!

logo I FDKGYSGYNGQRQSNSSTGIGLF IVKQI
VSNTHTNHPVSVI

VSKQNEQGTTFTIQFPDNE
NTDB id 44177 SAMSHR1132 RS12940 WP 000142802.1 IFDKGYSGYNGQRQSNSTGIGLFIVKQVSNHTNHPVSVISKQNQGTTFTIQFPNE 295
NTDB id 8 SA RS13860 WP 000143425.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!*! !!!!!!!!*!!!! !!!!!!!!! !

X non conserved
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X ≥ 50% conserved


