
logo MVLLYQFLLRYKDFFLNTQWKLYI I SAVVL IML
VL IGF I FWRQDEDHYTASRDNFENKDNTALKQNSTSENNSSLSKVLEDVQVKDGDNSK

NTDB id 44163 SAMSHR1132 RS07480 WP 096001314.1 MVLLYQFLLRYKDFFNQWKLYIISAVVLIMLLIGFIFWRQDEHTARDFENKDTALKQNTSENSSLSKLEDVQVKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
consensus !!!!!!!!!!!!!!**!!!!!!!!!!!!!!*!!!!!!!!!!**!*!*!!!!!*!!!!*!!!!*!!!!*!!!!!!!!!!!!

logo NKGPVYI
VDVKGAVKHPNVYKMTSKDRVI

VDLLDKAQLLEDDADVSRQINLSEKLTDQKMI F IPHKGQKNVEPQI EGVNSVHEVKN
NTDB id 44163 SAMSHR1132 RS07480 WP 096001314.1 NKGPVYIDVKGAVKHPNVYKMTSKDRVIDLLDKAQLLDDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHEKN 160
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKN 160
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKN 160
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!

logo GNTKNGNTNNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQE IDDLKKVKGFGSKTFDKLKSYFTTI
NTDB id 44163 SAMSHR1132 RS07480 WP 096001314.1 GNTKNGNTNNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTT 238
NTDB id 36 MW RS08230 WP 001793467.1 G..........NTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
NTDB id 20 SA RS08005 WP 001802022.1 G..........NTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*
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