
logo MKVLQWIRNI
TFKKLYHSKKQRQLNSKAQQI EDL ILVSNLKCNLLQKYGFTLYQSFQFLNLQI

M
K
TYKDNKEQLSGSTKTI LSE I SNGASPCSNKQI LASMLLIG

NTDB id 44159 SAMSHR1132 RS07250 WP 000868162.1 MKVQWIRIFKKYSKKQQLNKAQQIELIVNLKNLLQYGFTLYQSFQFLNLQIKYKDKELSSKILSEISNGASCSKILAMLG 80
NTDB id 31 MW RS08000 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
NTDB id 15 SA RS07770 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
consensus !!*!!!**!!**!!!*!!*!!!!!*!**!!*!!!*!!!!!!!!!!!!!!!**!!*!*!***!!!!!!!!!*!**!!***!

logo YSDTIVMQI
VYLAERFGNIVIDI

VLDEETVKNFYMKI
VNRKSEQRLLKTLQYPLVI LVSVI F IGAMIMIMI LNI

LTVIPQFQQLYTSMNIKQLS
NTDB id 44159 SAMSHR1132 RS07250 WP 000868162.1 YSDTIVMQIYLAERFGNIVDILDETVKFMKINRKSEQRLLKTLQYPLVLVSVFIGMIMMLNITVIPQFQQLYTSMNIKLS 160
NTDB id 31 MW RS08000 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
NTDB id 15 SA RS07770 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
consensus !!!!!!!!*!!!!!!!!!*!*!*!!!**!!*!!!!!!!!!!!!!!!!*!!!*!!*!!**!!*!!!!!!!!!!!!!!!*!!
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NTDB id 44159 SAMSHR1132 RS07250 WP 000868162.1 TFKKALSFFISSLPSLILITIFLILILTTSIKLIYNRLTMLYKINFMMKMPILSSYYKLFKTYFVTNELVLFYKNGITLQ 240
NTDB id 31 MW RS08000 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
NTDB id 15 SA RS07770 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
consensus *!*!*!!!!!*!!!**!*********!****!!!!!*!*!!*!!!!*!!*!**!*!**!!!!!!!!!!!!!!!!!!!!!!

logo S IVDVYINHSSDPFRQFLGEKYLLTYSEKMGHYGLPEQI LSENKLKCFKPQL IKF IVQLQGEKRGKLEVELRKLYSQI LVKQI EDKAIRK
NTDB id 44159 SAMSHR1132 RS07250 WP 000868162.1 SIVDVYINHSSDPFRQFLGEYLLTYSEKGHGLPEILSNLKCFKPQLIKFIQQGEKRGKLEVELRLYSQILVKQIEDKAIR 320
NTDB id 31 MW RS08000 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
NTDB id 15 SA RS07770 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!*!*!!!*!!**!!!!!!!!!!!**!!!!!!!!!!!!*!!!!!!!!!!!!!!!*

logo QTQF ILQP I LFL I LGLF IVAIYLVIMLPMFQMMQS INK
NTDB id 44159 SAMSHR1132 RS07250 WP 000868162.1 QTQFIQPILFLILGLFIVAIYLVIMLPMFQMMQSIN 356
NTDB id 31 MW RS08000 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 15 SA RS07770 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*
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