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NTDB id 44150 SAMSHR1132 RS05720 WP 000620186.1 MIRLFLLKLY...WAHFSTKQIHQLLMAYPNVIKEGGRKKDTYL.C...EWVNREENVHLLRKYYAFIKLDHNDIIKELQ 73
NTDB id 40 MW RS06080 WP 000593192.1 MIKLFLLKLY...WAHFSTKQIHQFLMAYPNVIKEEGRKKDSYL.C...EWVNREENVHLLRKYYAFIKLDHNDIIKELQ 73
NTDB id 25 SA RS06185 WP 000593194.1 MIKLFLLKLY...WAHFSTKQIHQFLMAYPNVIKEEGRKKDSYL.C...EWVNREENVLLLRKYYAFIKLDHNDIIKELQ 73
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .MKITNYEIYKLKKSGLTNQQILKVL.EY......GENVDQELLLGDIADISGCRNPAVFMERYF...QIDDAHLEKEFK 69
NTDB id 267 KZH43 RS05590 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKVL.EY......GENVDQELLLGDIADISGCRNPAVFMERYF...QIDDAHLSKEFQ 69
NTDB id 226 SPD RS05990 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKVL.EY......GENVDQELLLGDIADISGCRNPAVFMERYF...QIDDAHLSKEFQ 69
NTDB id 192 SPR RS05715 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKVL.EY......GENVDQELLLGDIADISGCRNPAVFMERYF...QIDDAHLSKEFQ 69
NTDB id 157 SP RS06205 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKVL.EY......GENVDQELLLGDIADISGCRNPAVFMERYF...QIDDAHLSKEFQ 69
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NTDB id 44150 SAMSHR1132 RS05720 WP 000620186.1 KLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQG 153
NTDB id 40 MW RS06080 WP 000593192.1 KLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQG 153
NTDB id 25 SA RS06185 WP 000593194.1 KLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQG 153
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..KIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQG.LENELVIVSGLAKG 145
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG.LENELVIVSGLAKG 145
NTDB id 226 SPD RS05990 WP 000705306.1 ..KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG.LENELVIVSGLAKG 145
NTDB id 192 SPR RS05715 WP 000705306.1 ..KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG.LENELVIVSGLAKG 145
NTDB id 157 SP RS06205 WP 000705306.1 ..KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG.LENELVIVSGLAKG 145
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NTDB id 44150 SAMSHR1132 RS05720 WP 000620186.1 ADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAK 233
NTDB id 40 MW RS06080 WP 000593192.1 ADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAK 233
NTDB id 25 SA RS06185 WP 000593194.1 ADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAK 233
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAK 225
NTDB id 267 KZH43 RS05590 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAK 225
NTDB id 226 SPD RS05990 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAK 225
NTDB id 192 SPR RS05715 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAK 225
NTDB id 157 SP RS06205 WP 000705306.1 IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAK 225
consensus *!**!!**!!*****!!!!***!****!!!****!***! ***!!*!!!*!*****!**!!*!!!!!*!!**!!***!!!

logo

E
M
Q
RSGSHL ITI

C
D
E
F
RALMEQENGRNDVYFVALIPGSMI FLNDPGMLTSKDGNCLHLHRL IQEGAKVLVLTNSAGNQDI

V
F
L
E
A
D
E
Y
F
Y
E
I
F

NTDB id 44150 SAMSHR1132 RS05720 WP 000620186.1 EQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 40 MW RS06080 WP 000593192.1 EQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 EQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 MRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 226 SPD RS05990 WP 000705306.1 MRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 192 SPR RS05715 WP 000705306.1 MRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 157 SP RS06205 WP 000705306.1 MRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
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