
logo ML IVALNKEERKQERVSLATSTAELRAKLTQYFCPAVCGNKPQVI LKRGHLKVVI SHFAHKHLTAEQKCFNNETIKHYKSKLTI LAQML
I
M
QQQGCFYQKV

NTDB id 44148 SAMSHR1132 RS04440 WP 000903687.1 MLIALNKERQRVSATSAERALQYFCPACGNPVILKRGHKVVSHFAHKHLTEQKCFNNETIKHYKSKLTLAQMLMQQGYQV 80
NTDB id 42 MW RS04740 WP 000959293.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV 80
NTDB id 26 SA RS04860 WP 000959282.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV 80
consensus !!*!!!*!**!!*!!*!*!**!!!!!*!!**!!!!!!*!!*!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!**!!!**!

logo E I EPFLKE IRKQIPDLI IL INNKYAVFI ELQLYSP IPYRKQVI LQRTEGLNKKLMGYKVVSWLLDNDI
V
H
D
I
Y
F
C
Q
H
S
NKVKLFSNHFHQS ILMF INPFITRRKFL

NTDB id 44148 SAMSHR1132 RS04440 WP 000903687.1 EIEPFLKEIRQIPDLIINNKYAFELQLSPIPYRQVLQRTEGLNKLGYKVVWLLDDIHIFQSKVKLSHFQSIFINPITRRF 160
NTDB id 42 MW RS04740 WP 000959293.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL 160
NTDB id 26 SA RS04860 WP 000959282.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKL 160
consensus !!!!!!!!!*!!!!**!!!!!**!!!*!!!!!*!*!!!!!!!*!*!!!!*!!!*!******!!!**!!*!*!!!!*!!**

logo

Y
HTFNLEKQKQI FMEMFKQQLIQSYLGGNHNKFYLVATEKMRENAHKI IKSELF INE I

APHCNDVYKHSAI
V
I
YKLSKSFSAINQYIKYCRWQNSVLQEPTLSAMYQLRQ

NTDB id 44148 SAMSHR1132 RS04440 WP 000903687.1 YTFNLEKQQIFEFKQLQSLGGNNFLATKMEAHIKELFIEIPHNVKSIIKLSKSSINQYIKYCRWQNSVLQPTLSAMYQLR 240
NTDB id 42 MW RS04740 WP 000959293.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
NTDB id 26 SA RS04860 WP 000959282.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
consensus *!!!!!!*!!**!*!*!*!!!****!*!**!*! !!!*!*!*******!!!!**!!!!!!!!!!!!!!!*!!!!!!!!!*

logo LTDEQAEVVHIYNYGYI FPEQIY IKENHP I EWQLHQVDLMWL IKSNKGDKDSLKTL IVYNDFNLDNYFKI
L
R
K
N
KFLI IVAGPLESKLTVAIVIKEKL INNYLNLINCSKDR

NTDB id 44148 SAMSHR1132 RS04440 WP 000903687.1 LTDEAVVINYGYIFPEQIYIENHPIEWQLHVDLMLISKDDLTIYDFLDYFKIRNFLIPLESKLVIVKKLINNYLNLNSKR 320
NTDB id 42 MW RS04740 WP 000959293.1 LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR 320
NTDB id 26 SA RS04860 WP 000959282.1 LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR 320
consensus !!!**!! !!!!!!!!!!!!*!!!!!!!!*!!!*!*********!*!*!!!***!***!!!!**!**!!!!!!!!**!*!

logo GNDVQI LLF
NTDB id 44148 SAMSHR1132 RS04440 WP 000903687.1 GNDVQILL 328
NTDB id 42 MW RS04740 WP 000959293.1 GNDVQILF 328
NTDB id 26 SA RS04860 WP 000959282.1 GNDVQILF 328
consensus !!!!!!!*

X non conserved
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X ≥ 50% conserved


