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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 44135 K6J69 RS03490 WP 050846025.1 ..MAGINKVIIVGHLGNDPEIRTMPNGDAVANISVATSESWNDRNTGERREVTEWHRIVFYRRQAEICGEYLRKGSQVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGA...PYDEGYGQS....QEAYQRPAQQSRQPAPDAP. 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGA...PYEEGYGQS....QEAYQRPAQQSRQPASDAP. 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEI....QGDVLQMLDSRSSGG.DF.GGNQGSGWNQ.APA.QTNYNQGGYSDNYAQNNNFN 150
NTDB id 44135 K6J69 RS03490 WP 050846025.1 EGRLKTRKWQDQNGQDRYTTEI....QGDVMQMLGGRNQNAGGY.GNDMG.G......APQSSYQARQTNNGGSYQSSR. 145
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEI....QGDVLQMLGGRNQGG.DF.GGNQG.GWGNSAPAPQQSYNQGNSGYGYDQTASR. 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN......VPAQQGSWGQPQQPAK...QHQPM 151
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNIG......GGQPQGGWGQPQQPQG...GNQFS 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 44135 K6J69 RS03490 WP 050846025.1 ..SAPQSATSQPATPQAEPPMDGFDDDIPF 173
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..PAQQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..QSAPQ.QYSQPQYNEPPMD.FDDDIPF 177
NTDB id 1447 BW25113 RS21080 WP 000168305.1 GGAQSRPQQSAPAAPSNEPPMD.FDDDIPF 178
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