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NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDA 302
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDA 302
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NTDB id 1306 DR RS10060 WP 027479822.1 LGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARA 699
NTDB id 1028 TT RS08215 WP 011173991.1 LGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARA 702
NTDB id 1355 HI 0298 AAC21962.1 LGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRL 318
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NTDB id 1306 DR RS10060 WP 027479822.1 LRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCS 779
NTDB id 1028 TT RS08215 WP 011173991.1 LRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCE 782
NTDB id 1355 HI 0298 AAC21962.1 LRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCS 398
NTDB id 44053 K6J70 RS03615 WP 011961745.1 LRTFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIENSLLLVIAQRLVRKLCS 399
NTDB id 1366 NTHI RS01950 WP 011271972.1 LRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICP 398
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCK 393
NTDB id 1468 ASU2 RS05090 WP 014991734.1 LRTFLRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAPSAIERLLQLGIKEYEIKNSLQLIIAQRLLRKRCP 393
NTDB id 1436 BW25113 RS00530 WP 001025145.1 LRALLRQDPDVIMIGEIRDGETAEIAIKAAQTGHLVLSTLHTNSTCETLVRLQQMGVARWMLSSALTLVIAQRLVRKLCP 356
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCK 458
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCP 458
NTDB id 1293 VP RS12240 WP 005479695.1 LRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCP 458
NTDB id 1110 NGFG RS09235 WP 003689817.1 LKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCS 449
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCN 467
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCS 462
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCS 462
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NTDB id 44053 K6J70 RS03615 WP 011961745.1 KCGGNL............................INSCDCH.QGYRGRIGVYQFLHWQQN............GY...... 432
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NTDB id 1436 BW25113 RS00530 WP 001025145.1 HCRRQQGEPIHI........PDNVWPSPLPHWQAPGCVHCY.HGFYGRTALFEVLPITPVIRQLISANTDVESLETHAR. 426
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