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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWK.NKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSH.SNGSKI.SQTKNFNDSTGQIH 77
NTDB id 1440 BW25113 RS02290 WP 000680312.1 ....MKHGIKALLITLSLACAGMSHS.ALAA............ASVAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRVS 63
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ....MKWM........LTLCLLILAPMSWAET........KTKADKY.........................EGIEITVN 35
NTDB id 44031 K6J68 RS09445 WP 005686287.1 ....MKLMK..TLFTSVVLCGVLVVSSSFAEE........KATEQTAQ..PVVATQAE.........AQVAPAVVSDKLN 55
NTDB id 1362 HI 1008 AAC22669.1 .......MK..TLFTSVVLCGALVVSSSFAEE........KATXQTAQ..SVVTTQAE.........AQVAPAVVSDKLN 52
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKLS..R.YTFSLLFGLF.SATTFAEE........KVTTST.EHTPVVMQQ...........VAATQKVNANVVN 52
NTDB id 1459 ASU2 RS10590 WP 015674357.1 ....MKTPS..K.LGLSLLIGML.STGVLAAE........KTKPSVTEPTPVVQNAQATSP....EHSHAEMTNNANLVN 60
consensus ** * ** ******** ****!** * ** **
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 LNQANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1440 BW25113 RS02290 WP 000680312.1 INNASAEELARAMNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL. 123
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 44031 K6J68 RS09445 WP 005686287.1 INTATASEIQKSLTGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 INTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 INTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1459 ASU2 RS10590 WP 015674357.1 INIATAAEIQDKLVGIGAKKAQAIVEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
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