
logo MQLNSTE I SEL IKKR IAQFDVVSEARNTGTIVSVSDGI IR IHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYADLAEG
NTDB id 43871 K6J56 RS02695 WP 011272081.1 MQLNSTEISELIKKRIAQFDVVSEARNTGTIVSVSDGIIRIHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYADLAEG 85
NTDB id 1363 HI 0481 AAC22139.1 MQLNSTEISELIKKRIAQFDVVSEARNTGTIVSVSDGIIRIHGLSDVMQGEMIALPGNRYAMALNLERDSVGAVVMGPYADLAEG 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MEVQCTGR I LEVPVGRSGLLGRVVNTLGQP IDGKGE I ENDDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVP IGRGQREL I IGD
NTDB id 43871 K6J56 RS02695 WP 011272081.1 MEVQCTGRILEVPVGSGLLGRVVNTLGQPIDGKGEIENDDFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVPIGRGQRELIIGD 170
NTDB id 1363 HI 0481 AAC22139.1 MEVQCTGRILEVPVGRGLLGRVVNTLGQPIDGKGEIENDGFSPVEVIAPGVIDRRSVDQPVQTGYKAVDSMVPIGRGQRELIIGD 170
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RQTGKTALAIDAI INQRNSGIKC IYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPYAGCAMGEYFRDRGED
NTDB id 43871 K6J56 RS02695 WP 011272081.1 RQTGKTALAIDAIINQRNSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPYAGCAMGEYFRDRGED 255
NTDB id 1363 HI 0481 AAC22139.1 RQTGKTALAIDAIINQRNSGIKCIYVAIGQKASTIANVVRKLEEHGALANTIVVAASASESAALQYLAPYAGCAMGEYFRDRGED 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AL IVYDDLSKQAVAYRQI SLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGKTGSLTALP I I ETQAGDVSAF
NTDB id 43871 K6J56 RS02695 WP 011272081.1 ALIVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGKTGSLTALPIIETQAGDVSAF 340
NTDB id 1363 HI 0481 AAC22139.1 ALIVYDDLSKQAVAYRQISLLLRRPPGREAYPGDVFYLHSRLLERASRVNEDYVEKFTKGEVKGKTGSLTALPIIETQAGDVSAF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPTNVI S ITDGQI FLESNLFNSGIRPAVNPGI SVSRVGGSAQTKVIKKLAGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGE
NTDB id 43871 K6J56 RS02695 WP 011272081.1 VPTNVISITDGQIFLESNLFNSGIRPAVNPGISVSRVGGSAQTKVIKKLAGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGE 425
NTDB id 1363 HI 0481 AAC22139.1 VPTNVISITDGQIFLESNLFNSGIRPAVNPGISVSRVGGSAQTKVIKKLAGGIRTALAQYRELAAFAQFASDLDDATRKQLSHGE 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVTELLKQKQFATPLSVAEQAVI LFAVEFGYLDDVELSKIASFETALLDYSNRNHAEFMQELNKTGNYNDE IKDTLKS I LDGFKAN
NTDB id 43871 K6J56 RS02695 WP 011272081.1 KVTELLKQKQFAPLSVAEQAVILFAVEFGYLDDVELSKIASFETALLDYSNRNHAEFMQELNKTGNYNDEIKDTLKSILDGFKAN 510
NTDB id 1363 HI 0481 AAC22139.1 KVTELLKQKQFTPLSVAEQAVILFAVEFGYLDDVELSKIASFETALLDYSNRNHAEFMQELNKTGNYNDEIKDTLKSILDGFKAN 510
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAW
NTDB id 43871 K6J56 RS02695 WP 011272081.1 SAW 513
NTDB id 1363 HI 0481 AAC22139.1 SAW 513
consensus !!!
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