logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

624 LCA RS00040 WP 011373726.1

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
43773 K6J65 RS04735 WP 042593471.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

624 LCA RS00040 WP 011373726.1

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
43773 K6J65 RS04735 WP 042593471.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

113 BSU 40900 NP 391970.1

624 LCA RS00040 WP 011373726.1

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
43773 K6J65 RS04735 WP 042593471.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
1447 BW25113 RS21080 WP 000168305.1

consensus

RN LR ALAMSTSES Do SRE BRI el Al Sl

N V LVGHILINSDPE

N V LVGLyg#DL

NKVIL GRILGRDPE AVUNRISVATSE

NKVIL GLGDPE NIJSVATSE

NKVI VGNLG DP T AVAJy SVATSE lTGER ENYTEWHRIV)Y

NKVI VGBILG DPE RpN AVAN SVATSE NTGER EYTEWHRIVJJYR (WAE [@GEYLRKGSNVYV
NKVI VGWLG DPE Rpj AVAN SVATSE NTGER EQNYTEWHRIV|§YR [NAE

NKVIL GWLG DPE RYMPEGEAVAN ATSE ITGEN EIMTEWHR J§ Y[EKIMAE

NKVILVGMNLG DPE RYMPNG[EAVAN ATSE
kU Pokok ] Dokl * % Vo ) skokokok

Kok |okokok

SOy 0
LT BT Ym0 Lot o, BB
... .QEESVEFPEPEIGGESES. . . . . GlYNEGNSGGGQYFGGGQNDNP GGNE N
Q R AT NFSLLESRTTTEQRQ.DGASQNFNSNQSNGSQ ....... WS G TSPQQT
EGR Q RK QGKDGE Y NEMKMLGGRNENSG APYEEGY ............... SMEAN@RIZAN .
EGR Q RK QeJSNGHH CLY NEMKMLGGRNENSG APYDEGY ............... SMEAMARIZAN .
EG LE{TRKWQDQ GQDRY ....Q VLSSGDFG NQGSGWNQAP ............ ARTI QGG Y SDN
EGRLISTRKWQDQ GQDRY e MQMLGGRNEY B K ). GT .o oo PSS)@ARMNTNNG
EGRLISTRKWQDQ GQDRY .Q VLQMLGGRNQGGDFG NQGGW NSAPA. . ......... Plqsy@lqclscYG
TE VAAENEeRIM QML GCRININ G [ MNVPA ........... QUG SHG QRIEFP .
TE (ARERY [HIMQMLGGR GGGlP GNIGGGQ ........... PlRlGG GQPQQP

| %k % * %k * | * %k * * %k * %k | k%

al=RQka: DﬁAﬁgNQA ERneraetabEA VIR DDD| F

........... NG . 172
........... 170
.QSREPASDAPH] PQEAPAAPRRQPVPAAAPV DMSDDDIPF 174
.QSREPAPDAPH] PQEAPAAPRRQPVPAAAPV DRDDDIPF 174
YAQNN FNGGNAMRAZNP . 180
NSY....... 168
YDQ....... 178
AKQHIPMQ cee 177
QGGN FSGGAQSRPQQSA 178

*

X non conserved
B similar
> 50% conserved

142
140
134
134
142
138
143
144
142



