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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 43754 PSF113 RS55935 WP 014340267.1 VAMITAYGSLETAIDALKAGAFDFVTKPVDLGRLRELVTSALRLPPVA...TPGTTLERRLLGNSPPMLSVRKQIEKLAR 157
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NTDB id 43754 PSF113 RS55935 WP 014340267.1 SQAPVYISGESGCGKELVARLIHEQGPRANQRFVPVNCGAIPTELMESEFFGHRKGSFSGAIEDKPGLFQAAHGGTLFLD 237
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consensus !!!!!***!!!!*!!!*!!*!*!****! * *!***!!!!!!*!!!!!!*!!!*!!!!*!!**!!*!!***!*!!*!!!!

logo E I
VAEDLPMLSAMQVKLLRAVIQEKKAI

VRPAVGSGDQQEEIVADVVDFVRVI ILSCASTHQKDLADLALEVAGRQAGKRFRQDLFYFYR I
L
H
NVMIDEL IRLVPPLRERGREDVI ELP

NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 43754 PSF113 RS55935 WP 014340267.1 ......TEAGNPDLMQVDNLEDYLEDVERKLILQALEETRWNRTAAAQRLKLSFRSMRYRLKKLGLD....... 448
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......SQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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