
logo MRATGLML
VALAALGLLALLP I

RFLPAQLPPSFQGWLWI
L
A
LALMAPPVLVAGLLMALLPFRSWRYPLAGFFLFGLAVWACLNSAQCWALDDRLPAVADLDGERTFRWLVEG

NTDB id 43747 PSF113 RS51585 WP 014339520.1 MRTGLVALALGLLAPIFLPALPPQWLIAAMPVLALMALPFRSYPLGFFLFGLAWACLSAQCALDDRLPAALDGETRWVEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !**!!! !!! * !!! !!* * !*****!* !!!! !!*!!!!!! !!!! !!*!!!!!!! !!! ! !*!!

logo

Q
RVTVGLPDQQRGRDGDGVVRFELAEDI

VHSRHRATGRLPSTAR I
MRLAWFYGGPEP INRSGERWRLAAVKRLKRPASGLML

VNPHSAGFDYAEAWLLASRGR IGATG
NTDB id 43747 PSF113 RS51585 WP 014339520.1 RVVGLPQQGDGVVRFELADVHSRRTRLPTAMRLAWFGGPPINSGERWRLAVKLKRPAGLLNPHGFDYAAWLLSRGIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! !!!!!! !*!!!* !!* *!!!!*!!!*! !!!!!!!! *!!!! !**!!**!!! !!!! ! !!!!!

logo TIKADGEHLR I
L
A
Q
EAAASRSGAWRDERLVRQARLALQTVDEAHGRASGAI

LAALVLVGDGGSGLSTRTAEDWQRVLQDTGTVHLLMVI SGQHI
VGLMLAGLLVY

NTDB id 43747 PSF113 RS51585 WP 014339520.1 TIKDGHLLQ..AARGAWRDEVRQALAQVDAHGRSGALAALVLGDGGGLTREDWQVLQDTGTVHLLVISGQHIGLLAGLVY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !!! !* * **! !!!!! *!! ! !*!!!! !!*!!!!*!!! !!* !! !!!!!!!!!!*!!!!!!*!*!!!!*!

logo

A
L
L
VVALGLALARW

YGI
LWPAQGRLAPWLPWACAGLAFACAGALGYGLWLAGFEVPVRRACALMI

V
A
G
I
LVLLWRLRFKRHQLPDGPVWLWAPLWL ILAFLVGVLMVFVD

NTDB id 43747 PSF113 RS51585 WP 014339520.1 LLVAGAARYGLWPAGLAWLPWACALAFCAALGYGLLAGFEVPVRRACAMIGLVLLWRLRFKQPDPWWAWLLAFVGVLVFD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus *! !!*!*!! !*!!!!!!*!!!**!!!!! !!!!!!!!!!!! !***!!!!!!!!*** *! * !*! !!!!* !

logo PLASLQRPGFWLSFAVAVAI
LL IMF

W
I
TFGRGRLGPVPWRSWWQRATLWLTRYAQWALMVALVGLCLPALLML IVLVGLPVSLSGPLAVNLLAVPWI SLVLVLVPLP

NTDB id 43747 PSF113 RS51585 WP 014339520.1 PLASLRPGFWLSFAAVAILMFTFGGRLGPWRWWQTWTRAQWLVAVGLCPLLLIVGLPVSLSGPLVNLLAVPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!! !!!!!!! !!!*!** ! !!!!** !! !!! *!*!!*! *!**!!!!!!!!!! !!!!!!!!!*!!*!*

logo ALLGSTAFLLPWVPLWLGEAGLLW I
LAGGLLADLVLFEKGLLATL IVAGRWMQPAWLVAPASALVPLPWAVLWAS ILAVAVLGATFLLVLLLPAKGVPLRVLGTWLPLML

V
A
L
L
P

NTDB id 43747 PSF113 RS51585 WP 014339520.1 ALLGTALLPVPLLGEGLLWIAGGLLDLLFKGLTLVAGRMPAWVPAAVPPWVLAIAVLGAFLLLLPKGVPLRVLGWPMVLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!*!! !!!*!!!*!!!!! *!! ! !*!! !!!** !*!*! * !! *!!!! !!!!!!!! *** *

logo

L
M
L
VFAPPDRESHRLPEPQGRHRAE I

VWQVFLDVGQGLASVLVRTRDHHASLLYDAGPRFYGDEAFDI
VGERVVFLPSTLRKQLGLVERGRLDLML

MLSHADASDHAG
NTDB id 43747 PSF113 RS51585 WP 014339520.1 MVFPPREHLPQRHAEIWQLDVGQGLAVLVRTRHHSLLYDAGPRFGEADVGERVVLPTLRKLGVRGLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus **!*! ***! *!!*! !!!!!! !!!!!!*! !!!!!!!!*!* !*!!!!! !*!! !!* !!!!*!!!!! !!!!



logo GALRAI
V
Q
R
N
R
A
G
L
MPTVGMAEVI

LSGDEPDEARLPAAELDLAGRPSCERSTGQRRWETWDNGQVNRFESLVWRWAPQSATVENGSNQAKSCVLLMVEAAGGERLLLTGDIDAIHQ
NTDB id 43747 PSF113 RS51585 WP 014339520.1 GARAVRNGLPTMEVISGDPDALPAELLAGPCESGRRWEWDGVRFELWRWASAVESNQKSCVLLVEAGGERLLLTGDIDIH 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !! !* **! !*!!*!* !!! ! ! *! *! !! ! ! ! *!!!* ! !! !!!!*!!!*!!!!!!!!!!! *

logo AERALLVDEGGSLMAEAVNPAIQRWLALAPHHGSNRSSSSAMAVFLLASARLVAQAPDHGSAVL I SRGSQSGHNAFGHPHPAQVLMAKRLYQRNRASGALAELVHYDSTAEHQGAI
L
R
SL

NTDB id 43747 PSF113 RS51585 WP 014339520.1 AERALLDESLAAPIQWLAAPHHGSRSSSSMALLSRLQPHSVLISRGQGNAFGHPHPQVMARYRRSGLAVYDSAEQGAIRL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! * * !! !!!!!! !!!! ! * ** !!!! *!!!!!!!! !* ! ! **!*!!*!!* !

logo QLGAFEGGAPRRTEMARDGERPRRFYWRDEKPRAVGPPGQY
NTDB id 43747 PSF113 RS51585 WP 014339520.1 QLGAFEGPRTEAGRRRYWRDPRAVGPPGQY 748
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK......... 741
consensus !!!!! !*! *!*!!***********
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X ≥ 50% conserved


