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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 43708 PANA5342 RS42295 WP 015701193.1 MSARGVNKVILVGNLGQDPEVRYMPNGTAVTSLSVATSETWRDKQTGENREKTEWHRVVLFGKLAEIAGEYLRKGSQAYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!! ****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* *!*

logo EGQKR I
L
K
R
Q
S
TREKYWQGDSKQENSDGTIQKDERTYSATYTDEVIQVGAVQDGVYNDGNI

T
V
E
L
MKQMLDGSGARAKSNNQSEGQSNTGSDNGFMGAGPATYDEQSEGNGMNKNPVYPTGAGNQSQGQDGSESAGYWNGQKQRAPPAQAQPQAQTSKNPRSYQNPQAGGYPSDNYAQN

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG..YGQSQEAYQRPAQQSRQPA...P...... 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG..YGQSQEAYQRPAQQSRQPA...S...... 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.G.......GNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 43708 PANA5342 RS42295 WP 015701193.1 EGKLRTREWQDSEGTKRYTTEIVV.DVNGTMQMLGGAKNSTN...TSGNNKPTGQQDGWGKPQQPQPS............ 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGMNVPAQQGSWGQPQQPAKQ............ 147
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF................ 180
NTDB id 43708 PANA5342 RS42295 WP 015701193.1 ....QA......QQSAPSNPANEPPMDFDDDIPFLGHGYGVCRKAIYAIS 184
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF................ 177
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