
logo MLQKFLLS ITQNLRLPS ICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR
NTDB id 43679 LP12 RS11570 WP 349254537.1 MLQKLLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 85
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 85
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 47
consensus **** *********************************!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SL IHQFKYHNGLYLASFLKQLLLNALPKNSALKPDCL IPVPMHPKRLKRRGFNQAGAVLTRLLARQLNIPYDLYYCQKI INTASQAN
NTDB id 43679 LP12 RS11570 WP 349254537.1 SLIHQFKYHNGLYLASFLKQLLLNALPKNALKPDCLIPVPMHPKRLKRRGFNQAGVLTRLLARQLNIPYDLYYCQKIINTASQAN 170
NTDB id 1270 LPP RS11540 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 170
NTDB id 1247 GCO85 RS11680 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 132
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDGEQRRKNLRHAFYVSPAPVTYEHVMIVDDLLTTGSTANEMIAHTLKNAGVKRVDICCCARAVTKN
NTDB id 43679 LP12 RS11570 WP 349254537.1 LDGEQRRKNLRHAFYVSAVTYEHVMIVDDLLTTGSTANEMAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1270 LPP RS11540 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
consensus !!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!
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